
 

Figure S1. Docking results of compound 26 (as tube models with C atoms in green). (A) The lowest-

energy docking structure in the active site of LSD1; and (B) The lowest-energy docking structure in the 

active site of MAO-A, showing selected interacting amino acid residues (with C atoms in purple) and 

FAD (with C atoms in brown). 

 

 


