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Supplementary figure 2
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Supplementary figure 3
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Red labelled mice were excluded from the analysis of AST, ALT, tumor number, tumor size, liver
weight and liver/body weight ratios based on non or adverse regulated Smad7 expression levels
and/or because they did not show any tumor development for further analysis

All mice were included in the analysis shown in figure 3.



Supplementary figure 4A

Normalized to actin and Smad7
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Relative BCL-2 level
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Supplementary figure 4 B

Normalized to actin

pSmadl pSmad2 pSmad3
2.01 1.57 1.57
e L]
© © ®
> > >
2154 2 o
= ° N 1.0 ® @ 1.0 A
g © ©
£ A £
o 1.01 (%) %
o o o
[ [ o A
> a > 0.5 A > 054 oo
T 0.5 © L4 —_— =
> [ ; u N °
24 (] A x A o
ad, u A _l.-.._ A, AA
0.0 T T 4 0.0 L .. T 0.0 T A,
Wt SMAD7 Tg SMAD7 Ko Wt SMAD7 Tg SMAD7 Ko Wt SMAD7 Tg SMAD7 Ko
_ Cleaved caspase 3 P21 c-MYC
(]
> 1.57 51 2.5
]
- A
™ _ L A
4 = 41 ° 2 2.01 A
o ° | | N o o
2 104 2 o
4 N > 1.59 —_—
[3) o 2
3 g 24 . : 1.04
@ 054 . E 2 —Em
o 3] = L4 u A
o x °
n A 19 [ x 057
E v oo A
g hd . drroat
o 0.0 Or T T 0 T T 0.0 T T T
4 wt SMAD7 Tg SMAD7 Ko wt SMAD7 Tg SMAD7 Ko Wt SMAD7 Tg SMAD7 Ko
pERK CyclinD1 p-p38
1.54 5+ 1.5+
_ 3 _
g 3 4 . : . 4
o - 2
2 107 A o = 1.0
r A £ 31 {52}
[ 5 2
[ > o
3] 6] 2 o
= o >
(_*‘-3'0.5- ; EO.S-
o i £
o o 11 o ] T~ ak
—— 4 )
_'_g_ AAA (Y L] ° A
0.0 ® . + 0 . = 0.0 . . AA
Wt SMAD7 Tg SMAD7 Ko Wt SMAD7 Tg SMAD7 Ko Wt SMAD7 Tg SMAD7 Ko

Relative TGF-R1 level

Relative plkBa level

TGF-R1
3=
24 A
A
°
1 — u - a
L] AA
A
0 r T T
Wit SMAD7 Tg SMAD7 Ko
plkBa
1.519
°
1.09
A
—_——
A
051 o Iz
— Sy
u A
0.0 T T T
Wt SMAD7 Tg SMAD7 Ko



Relative p-STAT3 level

Relative BCL-2 level

Supplementary figure 4 B

Normalized to actin
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Supplementary figure 5
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Supplementary figure 7
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Supplementary figure 8
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