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Transgenic mice: 

77nt 77t 79nt 79t 80nt 80t 83nt 82nt 82t 138nt 139nt 139t 140nt 142nt 142t 143nt 143t 144nt 144t 147nt 147t 157nt 158nt 160nt 161nt 162nt 163nt 164nt 

Total 

Smad7 

Actin 

Genotype tg or ko positive: blue 

 

Wildtype: black 

Red labelled mice were excluded from the analysis of AST, ALT, tumor number, tumor size, liver 

weight and liver/body weight ratios based on non or adverse regulated Smad7 expression levels 

and/or because they did not show any tumor development for further analysis 

All mice were included in the analysis shown in figure 3. 

Knockout mice: 

107nt 107t 109n 109t 110n 110t 114n 114t 115n 115t 116n 116t 121n 121t 122n 122t 123n 124n 124t 127n 127t 128n 129n 130n 181n 181t 182n 182t 183n 183t 186n 186t 187n 187t 188n 188t 189n 190n 191n 191t 

Supplementary figure 3 
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Supplementary figure 4A Normalized to actin and Smad7 
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Supplementary figure 4 A Normalized to actin and Smad7 
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Supplementary figure 4 B Normalized to actin 
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Supplementary figure 4 B Normalized to actin 

p J N K

R
e

la
ti

v
e

 p
-J

N
K

 l
e

v
e

l

W t S M A D 7  T g S M A D 7  K o

0

1

2

3

4

5

p c -J U N

R
e

la
ti

v
e

 p
-c

J
U

N
 l

e
v

e
l

W t S M A D 7  T g S M A D 7  K o

0 .0

0 .5

1 .0

1 .5

Bcl-XL

R
e
la

ti
v
e
 B

c
l-

X
L

 l
e
v
e
l

Wt SMAD7 Tg SMAD7 Ko
0

2

4

6

8

B C L -2

R
e

la
ti

v
e

B
C

L
-2

 l
e

v
e

l

W t S M A D 7  T g S M A D 7  K o

0

1

2

3

p -S T A T 3

R
e

la
ti

v
e

 p
-S

T
A

T
3

 l
e

v
e

l

W t S M A D 7  T g S M A D 7  K o

0 .0

0 .5

1 .0

1 .5

IL -6

R
e

la
ti

v
e

 I
L

-6
 l

e
v

e
l

W t S M A D 7  T g S M A D 7  K o

0 .0

0 .5

1 .0

1 .5

2 .0

2 .5

V E G F

R
e

la
ti

v
e

 V
E

G
F

 l
e

v
e

l

W t S M A D 7  T g S M A D 7  K o

0

1

2

3

4

M C L -1

R
e

la
ti

v
e

 M
c

l-
1

 l
e

v
e

l

W t S M A D 7  T g S M A D 7  K o

0 .0

0 .5

1 .0

1 .5

2 .0



Wt Tg Ko 

P21 

KI67 

Supplementary figure 5 

A 

B 



pSMAD2 pSTAT3 

SMAD7T/N=0.23 

 

SMAD7T/N=0.39 

 

SMAD7T/N=0.58 

 

SMAD7T/N=0.69 

 

SMAD7T/N=0.73 

* 

pSMAD2 pSTAT3 

SMAD7T/N=1.04 

 

SMAD7T/N=1.37 

 

SMAD7T/N=1.70 

 

SMAD7T/N=1.95 

 

SMAD7T/N=2.20 

 

A B 

* 
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Supplementary figure 7 
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