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Prognostic value of long non-coding RNA UCA1 in human solid
tumors

Supplementary Materials

(1) Association between IncRNA-UCA1 expression and OS:

Study %

ID HR (95% CI) Weight
T

Digestive system cancers H

Han Y,2014 -~— 2.12 (1.13,5.27) 1.82

Li JY,2014 -— 2.63 (1.42,5.87) 1.57

Gao JF,2015 - 2.02 (1.02, 3.37) 5.65

Tao K,2015 ~— 2.00 (1.01, 3.98) 3.52

Wang F,2015 = 1.86 (1.08, 3.21) 6.84

Ni BB,2015 —— 3.14 (0.51, 5.86) 1.09

Zheng Q,2015 = 2.35 (1.22,4.52) 2.86

Bian ZH-1,2016 — 2.39 (1.04, 5.49) 1.57

Bian ZH-2,2016 - 2.07 (0.96, 5.01) 1.90

Subtotal (I-squared = 0.0%, p = 0.997) 9 2.12 (1.59, 2.66) 26.80
'

Others E

Wang HM,2015 - 1.94 (1.06, 3.26) 6.45

Na XY,2015 - 2.41 (1.23, 3.85) 4.53

Zhang L,2016 - 1.69 (1.00, 2.83) 9.30

Nie W,2016 - 1.41 (1.08, 1.84) 52.89

Yang YJ,2016 — 6.32 (1.12, 35.68)0.03

Subtotal (lI-squared = 0.0%, p = 0.553) 0‘ 1.55 (1.23, 1.88) 73.20
i

Heterogeneity between groups: p = 0.076 i

Overall (I-squared = 0.0%, p = 0.883) 0 1.71 (1.43, 1.99) 100.00
i

T * T
-35.7 (o] 35.7

Supplementary Figure S1: Meta-analysis for the pooled HRs of OS stratified by the cancer type.

Study Y%
1D HR (95% CI) Weight
v
Mean H
Han Y,2014 = 2.12 (1.13, 5.27) 1.82
LiJY,2014 - 2.63 (1.42, 5.87) 1.57
Subtotal (I-squared = 0.0%, p = 0.744) {} 2.35 (0.84, 3.87) 3.38
i
Other i
Gao JF,2015 == 2.02 (1.02, 3.37) 5.65
Tao K,2015 -— 2.00 (1.01, 3.98) 3.52
Nie wW,2016 - 1.41 (1.08, 1.84) 52.89
Subtotal (I-squared = 0.0%, p = 0.497) ) 1.50 (1.14, 1.85) 62.06
i
i
Median H
Wang F,2015 - 1.86 (1.08, 3.21) 6.84
Wang HM,2015 == 1.94 (1.06, 3.26) 6.45
Ni BB,2015 —-— 3.14 (0.51, 5.86) 1.09
Zheng Q,2015 - 2.35 (1.22, 4.52) 2.86
Na XY,2015 [ 2.41 (1.23, 3.85) 4.53
Zhang L,2016 - 1.69 (1.00, 2.83) 9.30
Yang YJ,2016 " 6.32 (1.12, 35.68)0.03
Bian ZH-1,2016 - 2.39 (1.04, 5.49) 1.57
Bian ZH-2,2016 - 2.07 (0.96, 5.01) 1.90
Subtotal (I-squared = 0.0%, p = 0.977) .° 2.02 (1.55, 2.49) 34.56
i
Heterogeneity between groups: p = 0.156 | |
Overall (I-squared = 0.0%, p = 0.883) [) 1.71 (1.43, 1.99) 100.00
'
H
T T
-35.7 o 35.7

Supplementary Figure S2: Meta-analysis for the pooled HRs of OS stratified by the cutoff value.



Study %

ID HR (95% CI) W eight
T
Survival curves i
Han Y,2014 — 212 (1.13, 56.27) 1.82
Na XY,2015 - 2.41 (1.23, 3.85) 4.53
Bian ZH-2,2016 - 2.07 (0.96, 5.01) 1.90
Subtotal (I-squared = 0.0%, p = 0.951) {) 2.27 (1.30, 3.24) 8.24
1
Multivariate i
Li JY,2014 — 2.63 (1.42, 5.87) 1.57
Gao JF,2015 o= 2.02 (1.02, 3.37) 5.65
Tao K,2015 - 2.00 (1.01, 3.98) 3.52
Wang F,2015 - 1.86 (1.08, 3.21) 6.84
Wang HM,2015 = 1.94 (1.06, 3.26) 6.45
Ni BB,2015 -— 3.14 (0.51, 5.86) 1.09
Zheng Q,2015 - 2.35 (1.22, 4.52) 2.86
Zhang L,2016 - 1.69 (1.00, 2.83) 9.30
Nie W ,2016 - 1.41 (1.08, 1.84) 52.89
Yang YJ,2016 0 6.32 (1.12, 35.68)0.03
Bian ZH-1,2016 -— 2.39 (1.04, 5.49) 1.57
Subtotal (I-squared = 0.0%, p = 0.828) , 1.66 (1.37, 1.95) 91.76
i
Heterogeneity between groups: p = 0.23 B
Overall (lI-squared = 0.0%, p = 0.883) . 1.71 (1.43, 1.99) 100.00
1
i
T ' T

-35.7

o

35.7

Supplementary Figure S3: Meta-analysis for the pooled HRs of OS stratified by the analysis type.

Study %
ID HR (95% CI) W eight
T
< 100 1
Han Y,2014 — 2.12 (1.13, 5.27) 1.82
Li JY,2014 -10— 2.63 (1.42, 5.87) 1.57
Gao JF,2015 - 2.02 (1.02, 3.37) 5.65
Tao K,2015 ~'0- 2.00 (1.01, 3.98) 3.52
Wang F,2015 - 1.86 (1.08, 3.21) 6.84
Wang HM,2015 = 1.94 (1.06, 3.26) 6.45
Ni BB,2015 —— 3.14 (0.51, 5.86) 1.09
Na XY,2015 - 2.41 (1.23, 3.85) 4.53
Yang YJ,2016 | 6.32 (1.12, 35.68)0.03
Bian ZH-1,2016 - 2.39 (1.04, 5.49) 1.57
Subtotal (I-squared = 0.0%, p = 0.996) p 2.11 (1.63, 2.60) 33.05
1
=100 i
Zheng Q,2015 -~ 2.35 (1.22, 4.52) 2.86
Zhang L,2016 - 1.69 (1.00, 2.83) 9.30
Nie W ,2016 - 1.41 (1.08, 1.84) 52.89
Bian ZH-2,2016 — 2.07 (0.96, 5.01) 1.90
Subtotal (I-squared = 0.0%, p = 0.636) °. 1.51 (1.17, 1.85) 66.95
1
Heterogeneity between groups: p = 0.045!
Overall (I-squared = 0.0%, p = 0.883) . 1.71 (1.43, 1.99) 100.00
1
1

T
-35.7 (0] 35.7

Supplementary Figure S4: Meta-analysis for the pooled HRs of OS stratified by the sample size.



(2) Association between IncRNA-UCA1 expression and clinicopathological parameters:

# 0 <60 Qids Ratio Qrds Ratio
Stucky or Subgroup  Fuents Total Fvents Total Weight M-H,Fixed, 95%Cl Year M-H, Fixed, 95% CI
LiJY 2014 4 N 49 128%  127(086,297) 2014 1
NiBE, 2014 18 3% 9 19 7A% 1.18[0.38, 360 2015 -
Zheng @, 2015 018 3 7% 078(035 174 215 -
tifang HM, 2015 10 1N 8% 11303833 05 -
Bian ZH, 2016 17 42 18 48 05% 0480021103 2016 T
Zhang L, 2016 ¥ 1 43 187%  082(039 1.74) 2016 —
Nieth 2018 B0 13 42 13A%  1.32(048 298) 2016 T
Total {95% Cl) 360 275 100.0%  0.92[0.67,1.28] ¢
Total events 167 136 | | | |

Heterogeneity: Chi*=4.11, df=6 (P = 0 68): F= 0% ' ' ' !

Testfor overall effect 2= 0.48 (F=062) o 3601 0nm

Supplementary Figure S5: The correlation between IncRNA-UCAT1 expression and age.

Male Female Odds Ratio Odds Ratio
Stuchs or Subgroup  Fvents Total Fvents Total Weight M-H, Fixed, 95% Cl Year M-H, Fixed, 95% CI
Han', 2014 16 3 1 4 126% 0B6[0.27 160 2014 -
LiJ¥ 2014 w80 17 40 103%  1.25[054,288) 2014 T
Ni BE, 2015 o 10 15 a8%  039[011,1.34) M5 - I
Taok, 2015 § 48 13 NM% 0440016123 2015 - T
Wany F, 2014 45 85 § 13 34%  243[072,8.86 2015 T
Wany HM, 2015 W Wl T3 0840332 s -1
Zheng @, 2015 64 26 48 165%  0.79[0.351.48) 2015 -
Bian ZH, 2016 T4 0 40 133% 076[0331.75) 2016 T
Nig W, 2016 06 19 45 167%  058(0.261.28) 2016 T
Total (95% CI) 478 208 100.0% 0.7 [0.57,1.08] ¢
Total events 206 144 . . | |

Heterogeneity: Chi*=7.80, df=8 (P =0.45) F=0% ' ' ' !

Testfor overall effect 2= 1.67 (P=0.09) ot 0 Male1Female 10 100

Supplementary Figure S6: The correlation between IncRNA-UCAT1 expression and gender (male vs. female).



High expression  Low epression O Ratio Odds Ratio
Studyor Suborowp Fuents  Tofal Fuents  Tofal Weight bHH,Fixed 05 C1 Year M4, Fived 95k 1
HanY 2014 0 % 4 73 118048 268 204
Ineng O 2015 B8 5 1% 085030 185 2015
NiBB 2015 SN S 1 T B R | -
BianZH, 2016 N & 0 & B 19082448 216 T+
Total {954 C) 16 171 1000%  1.26(080,199) ’
Total s i of
i
s Hioh expression Lo expression
Supplementary Figure S7: The correlation between IncRNA-UCA1 expression and lymphatic invasion (present
vS. absent).
Fhem <hem Odds Ratio Odds Ratio
Studhyor Subgroup _ Fvents Tofal Events Total Weight M-H.Random, 9% C1 Year B.H, Random, 95% CI
HanY 2014 2% 10 5 195%  276(1.08 7.06] 2014 —
Taok, 2015 047 10 33 186% 0.62[0.221.72] Ik —
WangF, 2015 I8 46 08% 2300102417 208 —
Ineng @, 2015 47 % 6 U 044020099 205 —
BianZH, 2016 B0W N %6 198% 3132797 206 —
Total (5% C1 20 211000 141[064,3.] <
Total events 100 107
Hetergerely Tait= 070, =178, =4 (P= 0001} P=To% — —
Testfor overall efiect 2= 080 (P=042) o 35[‘”]1 C

Supplementary Figure S8: The correlation between IncRNA-UCAL1 expression and tumour size.



Poorkyand others  Well and moderately Olds Ratio Olds Ratio
_Studyor Subgroup  Fvents  Total  Fuents  Total Wight M.H,Fixed, 95% I Year M.H, Fised, 95% CI
Han'Y 2014 L, iy A0 BE%  3A1(124954 014 -
Taok, 2015 i 14 A Q8% 118(039 359 2019 -
i B8, 2015 7 15 3 08% 136046404 018 -1
Wang F, 2015 8 i § 4% 04700, 108 018 —
Yang'YJ, 2016 N 7 32121% 0800027 247 2016 -
Bian ZH, 2016 01 i T R0%  1.86(061,564 016 o
ZhangL, 2018 6l i B 7% 103050213 2016 —
Total (95%C) Al 355 1000%  1.42(0.78,159) ¢
Total events 106 158 | | | |
Heteropeneity Chi= 1029 df=6 (P=0.11):F=42% h.01 UH i 1'0 1UD|

Testfor overall effect Z= 061 (P=054)

Supplementary Figure S9: The correlation between IncRNA-UCA1 exp
others vs. well/moderately).

High expression  Low expression (s Ratio

Poolyand others Well and moderately

ression and tumor differentiation (poorly/

Odds Ratio
M-H, Fied, 95% CI

—

—_—

I —

—_—

—'—

—
¢

00

Studyor Suboroup Fvents  Total Fents  Total Weinht M.H,Fied, 95% CI Year
L, 2014 8 11 49 154%  3A7[146 874 104
Tao 015 1300 1 B0 111%  345[119 8.9 2015
i, 2015 7 § 1T B4% 35201031207 M5
Wang HiM 2015 T g W B1% A2001.70,1587 15
Zhang 2016 B8 11 88 08%  302(1.33 684 016
Yang 2016 3 7 § 16 BD% 38001141339 2018
ie 2016 Wl 173 4% 139061 317) 2016
Total (954 CI) M9 T 100.0%  298[2.06,4.30]
Total events 126 B
Heterogeneity: Chit= 472, of=§ (P = 0.58), F= 0%

Testfor overal efiect 2= 5,82 (P < 0.00001)

01 1 0
Hith expression Low expression

100

Supplementary Figure S10: The correlation between IncRNA-UCAT1 expression and lymph node metastasis (yes vs. no).
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(Oids Ratio

(Ords Ratio

Studyor Subrowp ~ Evends  Total Fuents  Total Weiht LK, Fixed, 0% C1 Year WA, Fived, 954 (1

Han'f 2014 A SN 1 e e O ——

Ni BB 2015 Bt 1 A% T4 AR6] T
WangF 2015 A I 5 T —+
BianZH 2016 (T VL A YR T

Total 054 ) 15 f64 1000% 34077, 550 ’

ot everts Al It

Helmpenely 1= 3., =3 P=017; P= 414 — —
Teator overall efect 2= .90 P < 0.0001) S

Hiifh exrassion Low eipression

Supplementary Figure S11: The correlation between IncRNA-UCAT1 expression and distant metastasis (yes vs. no).

I+ [+ Quds Ratio Qdds Ratio
Study or Subgroup  Fvents Total Fvents Total Weinht M.H, Fixed, 95% CI Year M-H, Fixed, 95% CI
Han', 2014 17 3 0 4 177% 098[040,236) 2014 —
LiJY 2014 8 138 9% JR4[1.48,888) 2014 -
Wang F, 2015 I8 1743 T8% AA[222127) 08 -
Taok, 2015 14 3 B 44 58% 4.03(1.35,1200 2015 -
Zheng 0, 2015 4273 139 137% 242108540 2018 —
Ni BB, 2015 19 13 3% 43% 47401391621 2014 -
Nig Wy 2015 12082 0 80 88% 2800108726 2016 —
fhang L, 2016 ¥ 6420 81 154% 2420114514 2016 -
Yang ¥, 2016 n 3 TN 6% 333(1.05,1058 2016 -
Bian ZH, 2016 WO W 1% 231098 547 2016 —
Total (95% Cl) 442 442 100.0%  2.76[2.08, 3.68] ¢
Total eients plili 144
Heterogeneity: Ch= .54, df= 8 (P = 0.32) P= 6% I l I I
Testfor overall effect 2= 6.9 (P < 0.00001) o I +N1| il 0o

Supplementary Figure S12: The correlation between IncRNA-UCAL1 expression and TNM stage (III-IV vs. I-1I).



