Endophytes from medicinal plants and their potential for producing
indole acetic acid, improving seed germination and

mitigating oxidative stress

Fig. S1 Individual phylogenetic analysis of the 10 fungal endophytes isolated from medicinal plants
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MPB6.1: Phylogenetic tree constructed by neighbor joining method using 18S rDNA sequence of MPB6.1. MPB6.1 formed a
clade (100%) with Phoma sp. Aspergillus niger was taken as an out group. The tree was prepared in MEGAS.2.
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MPB 6.2: Phylogenetic tree constructed by neighbor joining method using 18S rDNA sequence of MPB6.2. MPB6.2 formed a
clade (100%) with Phoma sp. Aspergillus niger was taken as an out group. The tree was prepared in MEGAS5.2.
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MPB 5.2: Phylogenetic tree constructed by neighbor joining method using 18S rDNA sequence of MPB5.2. MPBS5.2 formed a
clade (100%) with Phoma sp. Aspergillus niger was taken as an out group. The tree was prepared in MEGAS.2.



Cladosporium cladosporioides

Penicillium sp. J45

Cladosporium sphaerospermum AB572897 .1
Cladosporium sphaerospermum AB572904.1
Cladosporium sphaerospermum AB572906.1
Cladosporium sphaerospermum AB572909.1
Cladosporium sphaerospermum AB572911.2
Cladosporium sp. 14M13FB021J
Cladosporium sp. 418M13FEQ0919J
Cladosporium sp. 1 BRO-2013
Cladosporium sphaerospermum AB572895.1
Cladosporium sphaerospermum AB572903
Cladosporium sp. 41M13FA091J

Cladosporium sphaerospermum AB572902
Cladosporium sp. 16M13FD02J

Pleioblastus chino

Cladosporium sphaerospermum D D48
Cladosporium sphaerospermum AB572892.1
Cladosporium sphaerospermum AB572889.1
Cladosporium sphaerospermum AB572888.1
| Cladosporium sphaerospermum strain HD8
Cladosporium sphaerospermum AB572891.1
Cladosporium lignicola ATCC38493
Cladosporium sp. NY7460a

Cladosporium sphaerospermum ABT780351.2
Cladosporium sphaerospermum ABT780350.2
L— Cladosporium sphaerospermum SC33
Cladosporium sp. NY7261a
Pestalotiopsis sp. NY6754b

Cladosporium sphaerospermum EGJMP
Cladosporium sp. HKA30

|— Cladosporium dominicanum isolate SACCR 040640
| Cladosporium dominicanum SACCR 040623
I Cladosporium sphaerospermum strain SGE35
Cladosporium sp. HLS103

I Cladosporium sp. MA111

MPB 8.1

Cladosporium sp. F2

Cladosporium sp. P48E4

Cladosporium sp. HKC20

Cladosporium sphaerospermum SCSGAF0054
Cladosporium sphaerospermum

Cladosporium sp. IBL 03073

Cladosporium sp. F128

Cladosporium dominicanum SACCR040644

Aspergillus niger AJBTBETE

—_—
0.05

MPB 8.1: Phylogenetic tree constructed by neighbor joining method using 18S rDNA sequence of MPBS.1. MPBS8.1 formed a
clade (100%) with Cladosporium. Aspergillus niger was taken as an out group. The tree was prepared in MEGAS.2.
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MPS 10 .1: Phylogenetic tree constructed by neighbor joining method using 18S rDNA sequence of MPB10.1. MPB10.1
formed a clade (100%) with Phoma sp. Aspergillus niger was taken as an out group. The tree was prepared in MEGAS.2.
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RS-L 1.2: Phylogenetic tree constructed by neighbor joining method using 18S rDNA sequence of RSL1.2. RSL1.2 formed a
clade (100%) with Bipolaris sorokiniana. Aspergillus niger was taken as an out group. The tree was prepared in MEGAS.2.
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RSL 8.1: Phylogenetic tree constructed by neighbor joining method using 18S rDNA sequence of RSL8.1. RSL8.1 formed a
clade (100%) with Alternaria sp. Aspergillus niger was taken as an out group. The tree was prepared in MEGAS.2.
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RS-OS 1.3: Phylogenetic tree constructed by neighbor joining method using 18S rDNA sequence of RS-OS1.3. RSOS1.3
formed a clade (100%) with Phoma sp. Aspergillus niger was taken as an out group. The tree was prepared in MEGAS.2.
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CA 4: Phylogenetic tree constructed by neighbor joining method using 18S rDNA sequence of CA4. CA4 formed a clade
(100%) with Alternaria alternata. Aspergillus niger was taken as an out group. The tree was prepared in MEGAS.2.
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CA2: Phylogenetic tree constructed by neighbor joining method using 18S rDNA sequence of CA2. CA2 formed a clade
(100%) with Phoma sp. Aspergillus niger was taken as an out group. The tree was prepared in MEGAS.2.



