A.
Sex-combined (CEU)

tetabochip 1IN 0T 0 0 N ORI UU OO (NN OO0 OO T N

- 100
Lead SNP
1512096179 - 80
Pvalue=2.24x10%
T 5 Index SNP l L 60
] rs984222 .
L P-value=0.006 he ®
g oe, -‘ o o o o %
2 44 ° ‘- LI [} o0 - 40
o} °
&
®

[ =rexis —WARS2 ]
t

T T T T
119.3 119.35 119.4 119.45 1185
Position on chr1 (Mb)

Females (CEU)

ttetabochip | NI NRY OO OO T VO O NIE | W N

100
80
Lead SNP
rs6701378
P-value=3.07x10°
6 Index SNP - 60

rs984222
P-value=0.150

logss(p-value)
(QWNR) 218! UoreUIqWOsS Y

[ =rex1s ~WARS2 |
! T T T T T T
119.3 119.35 119.4 119.45 1195 119.55
Position on chri (Mb)
C.
totetaboocip NN 0B H0ARY N0 OO A OOMON 00O 00 OO MR WOIOE 000 (1000 B
w4 2 ~ 100
08
08
8 04 Index SNP i
0z 15984222 Lead SNP
P-value=8.92x10* rs7412918 ;
Pvalue=2.47x10"
6 60

~logso(p-value)
(QW/NG) S18) UOHBUIGIoDSY

<~ WARS2

1193 119.35 119.4 119.45 1195 119.55
Position on chr1 (Mb)

(QUNR) 8181 UOHBUIQUIOIS Y

Sex-combined (AA)

etabochip I N 00 T 0 0 O NI (NN OO0 0T N

- ¢ + 100
08
06 Lead SNP
8|, 1512096179 - 80
Pvalue=2.24x107 2
02 P
g
=3
] | 3
2 64 Index SNP -0 2
s 15984222 L] B
L Pvalue=0.008 * L4 9
] * o 3
E B
E o
s
=
H
A

—TBX15 < WARSZ ]
T T T T T
1193 119.35 119.4 119.45 1195
Position on chri (Mb)

Females (AA)

ttetabochip | NI NRY OO OO T VO O NIE | W N

100

80
Lead SNP

1S6701378

— P-value=3.07x107

2 6 Index SNP I 60
2 15984222

a P-value=0.150

>

L

(QWNR) 218! UoreUIqWOsS Y

[ =rex1s ~WARS2 |
! T T T T T T
1193 119.35 119.4 119.45 1195 119.55
Position on chri (Mb)
Metabochip NN 1IN TR) NI IERIRDIN W LT el SR DR T i 000 N
104 2 - 100
08
08
8 04 Index SNP i
02 15984222 Lead SNP 2
Pvalue=692x10° 17412018 2
— Pvalue=2.47x10" E
% 6 60 2
= i
2 2
H g
S . 8
-3 B
< 4 N 40 2
@ =
® 3
& g

<~ WARS2

1193 119.35 119.4 119.45 1195 119.55
Position on chr1 (Mb)

Supplementary Figure 4. Locus Zoom Plots of locus around the TBX15 and WARS2
genes using LD patterns calculated from a Swedish Population (CEU), and African
American participants from the ARIC study (AA). Results from the (A) sex-combined, (B)

female-only, (C) male-only meta-analyses.

1



A.

~logy(p-value)

Sex-combined (CEU)

Metabochip LI | W E NN 11 CH 100 00000 IR RO VO L RN 0 00 00
10 P ~ 100
Lead SNP & Index SNP
08 1510195252
0e Pualue=3 69x10°
8 o
04 ?
02 g
3
L -eo £
e . . 5
o . 8
4 ° Fao B
] )
=
=
2
- 20
— 0

(QIN/NG) S18) UoEUIqUIODSY

~SNORATOF l
T T T T T T T T
165.21 16522 185.23 16524 165.25 185.26 1685.27 165.28
Position on chr2 (Mb)
B.
Metabochip [IFWI 1 WL TWHE 10 FOE 1 0E T WP TR RN T OO 000 OO i
10
Index SNP Lead SNP
rs10195252 rs17527820
P-value=3.97x107 P-value=3.72x10*
8 / l
T . )
3 7 .
g
a
g 4 o e * I 40
L)
° ) L4 ° oo
]
° o
24 ® ® ® P ? 4
° e g o .
. .
-3 o
a 0
+coBLL1|
= SNORATOF
T T T T T T T T
165.21 165.22 185.23 16524 165.25 165.26 165.27 16528
Position on chr2 (Mb)
C.
Metabochip | ||l niomm W omenm LR NN R U TR T T
04 2 100
08
08 Index SNP
8 rs10195252 80
o4 P-value=0.025 Lead SNP
02 rs3754854
_ P-value=6.49x104
£ ]
2
8
2 4 ]
T

X
2
g
E
g
3
B
5
S
8
@
°
s
2
g

Sex-combined (AA)

Metabochip [I1IIE 1 WCT 1000 [0 L WC© X0 WECWHE VTR EEUTRE A O 000U OO o oo
102 I 100
Lead SNP & Index SNP
08 1510195252
e Palue=3 69x10%
8 k80
04 a
F:
02 g
_ E]
2 o Feo B
. y . :
2 . L] 8
g a4 ° L4 ®
T . ° g
° «
o S
° ° ° . g
-0

(QIN/NG) S18) UoEUIqUIODSY

~—SNQRATOF l
T T T T T T T T
16521 165.22 185.23 165.24 165.25 185.26 165.27 185.28
Position on chr2 (Mb)
Females (AA)
wmetabochip LIIMI 1 W1 TNE 10 T W 1 00 W0 W00 IO TP TR0 Em OO0 TR [ (nim
10 4 100
Index SNP Lead SNP
1510185252 rs17527820
P-value=3.97x107 P-value=3.72x10
8 / l I 80
T . )
2 6 . I 60
g
&
g 4 o e * I 40
°
° ) L4 e &o
e
. .
24 ® ® ® P L
. . o8 o . O®
. e ° o * . ‘ °
0 0
+coBLL1|
<~ SNORATOF
T T T T T T T T
165.21 185.22 165.23 165.24 185.25 165.26 165.27 165.28
Position on chr2 (Mb)
Metabochip | 1l miinm LTI T A R RN AT A TR R R LTI
104 2 - 100
08
08 Index SNP
8+ 1310185252 - 80
o4 P-value=0.025 Lead SNP
02 153754954
~ Pvalue=6.49x10
£ - 60
2
8
2 a4 - 40
1

165.21

< COBLLT
< SNORATOF
T T T T
165.22 185.23 165.24 165.25 165.26 165.27 165.28
Position on chr2 (Mb)

< COBLLT
< SNORATOF
T T T T
165.21 165.22 185.23 165.24 165.25 165.26 165.27 165.28
Position on chr2 (Mb)

Supplementary Figure 5. Locus Zoom Plots of the GRB14 locus around the COBLL1
and SNORA7O0F genes using LD patterns calculated from a Swedish Population (CEU),
and African American participants from the ARIC study (AA). Results from the (A) sex-
combined, (B) female-only, (C) male-only meta-analyses.
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Supplementary Figure 6. Locus Zoom Plots of locus around the ADAMTS9-AS2 gene
and MIR548A2 miRNA using LD patterns calculated from a Swedish Population (CEU),
and African American participants from the ARIC study (AA). Results from the (A) sex-

combined, (B) female-only, (C) male-only meta-analyses.
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Supplementary Figure 7. Locus Zoom Plots of the locus around the RSPO3 gene using
LD patterns calculated from a Swedish Population (CEU), and African American
participants from the ARIC study (AA). Results from the (A) sex-combined, (B) female-
only, (C) male-only meta-analyses.



