
	
  

     

 

 

 

S3 Fig. Protein alignment of PfFNT and BbFNT. Identical residues are shaded black, similar 
residues grey. The positions of the six transmembrane spans and the interrupting loops L2 and 
L5 are labeled above. The site of the PfFNT G107S resistance mutation is colored red to 
indicate the naturally occurring serine in BbFNT at this position. 

	
  

↵1
^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^

PfFNT MPPNNSKYVLDPVSIKSVCGGEESYIRCVEYGKKKAHYSNLNLLAKAILAGMFVGLCAHASGIA 64
BbFNT .........MEVGTVSQIRKAGDAYKVAIDTGIYKKSCPIYILLVKAMMGGYFAALGGHAAMVL 55

↵1 ↵2a L2 ↵2b
^o^o^o^o^o^ ^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^ ^o^o^o^o^o^o^o^o^o^

PfFNT GGLFYYHKLREIVGASMSVFVYGFTFPIAFMCIICTGSDLFTGNTLAVTMALYEKKVKLLDYLR 128
BbFNT ASYYYMDGH.....HGGAKLAFGVIFSGALLCIVFTGTDLVTSNCMNFAFLAYSRQVTLFQYLT 114

N
Gly107/Ser93

↵3 ↵4
^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^ ^o^o^o^o^o^o^o^

PfFNT VMTISLFGNYVGAVSFAFFVSYLSGAFTNVHAVEKNHFFQFLNDIAEKKVHHTFVECVSLAVGC 192
BbFNT RMGTSLLGNYCGAILGAALLTAGTGYFSLDKRPE.....AYLKAIYDAKTALPFWRTMLSAIGC 173

↵4 ↵5a L5 ↵5b
^o^o^o^o^o^o^o^o^o^o^o^o^o^ ^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^ ^o^o^o^o^o^o^o^o^o^o^o^o^

PfFNT NIFVCLAVYFVLTLKDGAGYVFSVFFAVYAFAIAGYEHIIANIYTLNIALMVNTKITVYQAYIK 256
BbFNT NSYVCMAVWCCYVAMDSAGCVLAVMILITSFAVAGFEHIVANFYTLHAALFSCEGTSVGVVYGR 237

↵6
^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^o^

PfFNT NLLPTLLGNYIAGAIVLGLPLYFIYKEHYYNFERSKRDNNDAQMKSLSIELRN 309
BbFNT NLAPTLLGNYIGGSLIIALPLWLFYGFKPKATQNLNETPVVI........... 279


