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S8 Figure. Comparison of dynamic accuracies between MIBNI and other methods in GNW random
networks. (a) Results versus the numbers of incoming links. A total of 300 GNW random networks with
different network sizes (|V| = 10,20, ... ,100) were used as target networks, and 16,500 nodes in those
networks were classified according to the number of incoming links. (b) Results versus the network sizes. For
each different number of nodes, 30 GNW random networks were examined. In each figure, the maximum time
step was set to |V| + 10 in generating artificial gene expression data.



