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Supplementary Table S1. Locations of the six analyzed DNA fragments within the 

assembled genome sequence of C. tropicalis strain MYA-3404. 

Gene name Chromosomal 

scaffold ID 

Scaffold length 

(bp) 

Gene location within 

scaffold (bp) 

ICL1 NW_003020058.1 1,255,791 959,343-959789 

MDR1 NW_003020055.1 2,216,334 754,510-754086 

SAPT2 NW_003020038.1 2,474,448 1,573,960-1,574,484 

SAPT4 NW_003020049.1 2,308,670 2,274,975-2,274,586 

XYR NW_003020040.1 419,327 35,519-35,150 

ZWF NW_003020056.1 1,654,078 515,841-516,360 

The GenBank accession number for this genome sequence is AAFN01000000. The 

relevant information about this genome can be accessed at: 

www.ncbi.nlm.nih.gov/bioproject/13675. The above six scaffolds are among 23 

chromosomal scaffolds assembled for this C. tropicalis genome. 

 
  



 
Supplementary Figure S1. Relationships among the unique genotypes at the ICL1 locus in 
the Candida tropicalis MLST database and those of our 116 strains from Hainan Island.  
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Supplementary Figure S2. Relationships among the unique genotypes at the MDR1 locus in 
the Candida tropicalis MLST database and those of our 116 strains from Hainan Island.  
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Supplementary Figure S3. Relationships among the unique genotypes at the SAPT2 locus in 
the Candida tropicalis MLST database and those of our 116 strains from Hainan Island.  
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Supplementary Figure S4. Relationships among the unique genotypes at the SATP4 locus in 
the Candida tropicalis MLST database and those of our 116 strains from Hainan Island.  

 Ct_C38_HNLS_W_66_HP

 SAPT4_7

 Ct_C29_HNLS_W_60_HP

 Ct_C25_HNLS_W_41_HP

 Ct_C20_HNLS_M_18_HP

 Ct_C18_HNLS_M_26_HP

 Ct_C17_HNLS_W_60_HP

 Ct_C16_HNLS_M_43_HP

 Ct_C14_HNLS_W_13_HP

 Ct_C4_HNLS_M_11_HP

 Ct_C2_HNLS_M_10_HP

 Ct_30_HNHK_M_38_PT

 Ct_21_HNWC_M_63_PT

 Ct_17_HNSY_M_64_PT

 Ct_16_HNHK_w_25_PT

 Ct_C2F_standard

 Ct_SYL4_1_39_hn_f_75_Pt

 Ct_SYL3_1_32_hn_m_72_Pt

 Ct_BT20_hn_m_28_Pt

 Ct_DFT87_hn_f_47_Pt

 Ct_SY7_hn_m_74_Pt

 Ct_SY1_hn_m_46_Pt

 Ct_DFR48_hn_m_59_Pt

 Ct_DFR39_hn_m_8_Pt

 Ct_DFR77_hn_f_60_Pt

 Ct_DFG34_hn_f_61_Pt

 Ct_NK211_hn_m_75_Pt

 Ct_NK191_hn_m_28_Pt

 Ct_DZ29_hn_m_8_Pt

 Ct_DZ79_hn_f_68_Pt

 Ct_DZ35_hn_m_28_Pt

 SAPT4_49

 SAPT4_47

 SAPT4_9

 Ct_WC91

 SAPT4_33

 Ct_NK202_hn_f_43_Pt

 Ct_NK174_hn_f_54_Pt

 Ct_DZ65_hn_m_71_Pt

 Ct_DFR41_hn_li_m_70_ Pt

 Ct_SY5_hn_m_89_Pt

 Ct_HY3__hn_m_67_Pt

 Ct_HY6_hn_f_56_Pt

 Ct_13_HNHK_M_43_PT

 Ct_14_HNHK_w_32_PT

 Ct_18_HNSY_W_88_PT

 SAPT4_38

 Ct_NK204_hn_f_90_Pt

 SAPT4_39

 Ct_HY10_hn_m_53_Pt

 Ct_SYL2_1_13_hn_m_72_Pt

 Ct_C11_HNLS_W_86_HP

 SAPT4_11

 SAPT4_22

 SAPT4_36

 SAPT4_50

 SAPT4_46

 SAPT4_52

 Ct_DZ27_hn_m_3_Pt

 Ct_DZ51_hn_m_92_Pt

 Ct_DZ73_hn_f_29_Pt

 Ct_NK136_hn_m_4_Pt

 Ct_DFZ111_hn_f_55_Pt

 Ct_20_HNWC_W_30_PT

 Ct_23_HNWC_W_30_PT

 Ct_C28_HNLS_W_57_HP

 SAPT4_3

 SAPT4_37

 SAPT4_1

 SAPT4_34

 Ct_SYL5_2_14_hn_f_65_Pt

 SAPT4_21

 SAPT4_40

 Ct_25_HNSY_W_87_PT

 SAPT4_4

 SAPT4_12

 Ct_SYL_1_4_hn_f_85_Pt

 Ct_7_HNHK_M_60_PT

 Ct_DFR46_hn_m_40_Pt

 Ct_DFG107_hn_m_55_Pt

 Ct_DFZ125_hn_f_42_Pt

 Ct_SY15_hn_m_52_Pt

 Ct_BT24_hn_Li_f_16_Pt

 Ct_WZS1_gd_f_42_Pt

 Ct_1_HNHK_M_91_PT

 Ct_27_HNHK_M_52_PT

 Ct_29_HNHK_W_76_PT

 Ct_31_HNHK_W_76_PT

 SAPT4_10

 SAPT4_51

 SAPT4_27

 SAPT4_53

 Ct_C34_HNLS_M_39_HP

 SAPT4_23

 Ct_BT107

 SAPT4_54

 Ct_NK161_hn_f_72_Pt

 SAPT4_20

 SAPT4_16

 SAPT4_2

 SAPT4_13

 Ct_C26_HNSY_M_17_HP

 SAPT4_6

 Ct_HY8_hn_m_75_Pt

 SAPT4_45

 SAPT4_15

 SAPT4_44

 SAPT4_24

 SAPT4_8

 SAPT4_29

 SAPT4_28

 Ct_HY51

 SAPT4_14

 Ct_BT10_hn_Li_m_40_Pt

 Ct_DFT6_hn_m_8_Pt

 Ct_DFR52_hn_f_31_Pt

 Ct_DFR36_hn_m_46_Pt

 Ct_DFR35_hn_m_59_Pt

 Ct_DFG14_gx_Z_m_58_Pt

 Ct_DFG11_sc_m_75_Pt

 Ct_DZ49_hn_m_85_Pt

 Ct_HY190

 SAPT4_5

 SAPT4_56

 Ct_DFG55_sc_m_73_Pt

 Ct_DFG56_sc_m_43_Pt

 Ct_C27_HNSY_M_26_HP

 SAPT4_30

 Ct_C36_HNLS_W_56_HP

 Ct_12_HNHK_w_25_PT

 SAPT4_19

 Ct_DFR21_hn_m_54_ Pt

 SAPT4_35

 SAPT4_18

 SAPT4_42

 Ct_C30_HNLS_M_10_HP

 SAPT4_41

 Ct_DZ50_hn_m_94_Pt

 Ct_DZ11_hn_m_2_Pt

 SAPT4_43

 SAPT4_55

 Ct_DZ56_hn_m_76_Pt

 Ct_DZ85_hn_m_76_Pt

 Ct_DZ90_hn_m_90_Pt

 Ct_DFG118_hn_f_61_Pt

 Ct_DFT4_hn_m_75_Pt

 Ct_DFT81_hn_f_1_Pt

 Ct_2_HNHK_M_79_PT

 Ct_3_HNHK_w_90_PT

 Ct_4_HNHK_w_65_PT

 Ct_5_HNHK_M_69_PT

 Ct_6_HNHK_M_66_PT

 Ct_8_HNHK_M_59_PT

 Ct_9_HNHK_M_57_PT

 Ct_11_HNHK_M_63_PT

 Ct_15_HNHK_M_76_PT

 Ct_19_HNSY_M_82_PT

 Ct_22_HNWC_M_89_PT

 Ct_26_HNHK_W_79_PT

 Ct_32_HNHK_M_62_PT

 Ct_33_HNHK_W_79_PT

 Ct_C3_HNLS_M_19_HP

 Ct_C13_HNLS_W_80_HP

 Ct_C21_HNLS_M_18_HP

 Ct_C22_HNLS_W_20_HP

 Ct_C23_HNLS_W_86_HP

 Ct_C33_HNLS_M_83_HP

 SAPT4_17

 SAPT4_48

 SAPT4_57

 SAPT4_26

 SAPT4_25

 SAPT4_31

 SAPT4_32

0.0000.0050.0100.0150.0200.025



 
 
Supplementary Figure S5. Relationships among the unique genotypes at the XYR1 locus in 
the Candida tropicalis MLST database and those of our 116 strains from Hainan Island.  
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Supplementary Figure S6. Relationships among the unique genotypes at the ZWF1a locus 
in the Candida tropicalis MLST database and those of our 116 strains from Hainan Island. 
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