Al Liver cell surface proteins (2,456) B[ Liver cell surface proteins (2,456)
All VIPs PHISTO All VIPs EHCO
(899) (158) (899) (194)
P = 9.2E-09 P=14E-03
1.6 fold enrichment 1.3 fold enrichment
ClAll viPs (899) D[Liver cell surface proteins (2,456)
| R6 proteins PHISTO
(22) (158)
VIPs in the six VIPs in the six :
main HCV-targeted main HCV-targeted
complex groups P=1.1E-02 complex groups P=1.5E-11
(231) 1.9 fold enrichment (231) 2.9 fold enrichment
E[Liver cell surface proteins (2,456) F (Al viPs (899)
2\ Known HCV
EHCO i1 entr(y1fsa;ctor
(194)
VIPs inthe six \_ = NP/ VIPs in the six
main HCV-targeted ' main HCV-targeted ‘
complex groups P =1.8E-07 complex groups P = 4.8E-03
(231) 2.2 fold enrichment (231) 2.3 fold enrichment

S2 Fig. Statistical significance of overlaps between protein/gene sets. (A) The overlap between all VIPs
and proteins in PHISTO. (B) The overlap between all VIPs and proteins in EHCO. (C) The overlap between
the VIPs in the six main groups of HCV-targeted complexes and the R6 proteins. (D) The overlap between
VIPs in the six main groups of HCV-targeted complexes and proteins in PHISTO. (E) The overlap between
VIPs in the six main groups of HCV-targeted complexes and proteins in EHCO. (F) The overlap between VIPs
in the six main groups of HCV-targeted complexes and known HCV entry factors. The background for panels
A, B, D, and E is for all hepatocyte surface proteins and the background for panels C and F is for all VIPs.



