40 700

-
i —protein length =
35 p g 4 600 %
= 30 | =1
"= { 500 —
D
AN o5 | 5
|.|6 4 400 (9|-
. 20 f z
8 s L 1 300
= 3.
S {200 >
=z 10 F '®)
Q
A

0 _— 0

P7 NS4A E1i NS2 NS4B E2 Core NS5A NS3 NS5B
HCV protein

S10 Fig. The number of conserved (in = 70% sequences) SLiMs found in HCV component proteins and
protein length.



