A  FprA

Pae MSNLYTERVLSVHHWNDTLESFKTTRNPGLREFKTGQFVMIGLEVD-GRPLMRAYSIASPN
Ppu MSNMNHERVLSVHHWNDTLESFKCTRDPGLRFENGQEFVMIGLOODNGRPLMRAYSTIASPN
Avi MSNLNVERVLSVHHWNDTLESFKTTRNPSLRFENGQFVMIGLEVD-GRPLMRAYSTASPN
KAK s KKKKKKK KKKk hhkhkhkkk Khk ok kkks kkkkkkkk:s * AXXXXXKRA KKK KKk K
Pae YEEHLEFFSIKVPDGPLTSRLOQHLKEGDELMVSRKPTGTLVHDDLLPGKHLYLLSTGTGM
Ppu WEEHLEFFSIKVPDGPLTSQLQHLKEGDEIIISKKPTGTLVLDDLNPGKHLYLLSTGTGL
Avi YEEHLEFFSIKVONGPLTSRLOHLKEGDELMVSRKPTGTLVTSDLLPGKHLYMLSTGTGL
SAKKKKKKK KKK sk hhhk s kkkkkkhk ke o o ks AXXXXXRX KK KKKk hk o kk Kk k Kk .
Pae APFLSVIQDPETYERYEKVILVHGVRWVSELAYADFITKVLPEHEYFGDQVKEKLIYYPL
Ppu APFMSVIQDPETYERFEKVILVHGVRYVNEVAYREFITEHLPONEFFGESVRDKLIYYPT
Avi APFMSLIQDPEVYERFEKVVLIHGVRQVNELAYQQFITEHLPQSEYFGEAVKEKLIYYPT
***:*:*****.***:***:*:**** *.*:** :***: **: *:**: *::******
Pae VTREPFRNQGRQTDLMRSGKLFEDIGLPPMNPODDRAMICGSPSMLEETSAVLDSFGLKI
Ppu VIREPFENQGRLTDLMRSGKLFSDIGLPPINPQDDRAMICGSPSMLDETSEVLDSFGLKI
Avi VITRESFHNQGRLTDLMRSGKLFEDIGLPPINPQDDRAMICGSPSMLDESCEVLDGFGLKI
KKKK K Kkkk kkkkkkkkkk  kkkkkk s kkkkkk kA A XXXXRAK ks | *kk  khkkkk
Pae SPRMGEPGDYLIERAFVEK
Ppu SPRMREPGDYLIERAFVEK
Avi SPRMGEPGDYLIERAFVEK

khkkk Kkhkkkkkkhkkkkkk k%K

B FinR
Pae MKFTLRQLEVEFVAVAQQESVSRAAEGLSLSQSATSTSLGELERQFDCKLFDRAGKRLTLN
Ppu MRFTLROMQVEFVAVAQHQSVSRAASLLALSQSAASTSITELERQSSCQLFDRAGKRLALN
Avi MRFTLRQLEVFAAVARLESVTRAAESLSLSQSAASTSLTELERQSDCQLFDRVGKRLKLN
*:*****::**.***: :**:***. *:*****:***: * Kk Kk Kk K _*:****_**** * *
Pae ALGRQLLPQAVALLDRGEEIENLLNGKTAFGSLDLGATLTIGNYLATLLIGAFMQRQPDC
Ppu ALGHQLLPQAVALLDQAKEIEDLLNGKSGFGSLAVGATLTIGNYLATLLIGNYMQTHPES
Avi ALGRQLLPOAVALLNQAREIENLLDGKEGFGSLAVGATLTVGNYLATLLIGAFMQRHPES
***:**********::..***:**:** .**** :*****:********** :** :*:'
Pae RVRLHVHNTAQVVQQVAHYELDLGLIEGDCRHPDIEVQPWMEDELVVFCAPQHPLARRGG
Ppu QVKLHVONTAHIVQQVAHYEIDLGLIEGDCNHPDLEVQPWVEDELVVFCAPQHPLAKLGR
Avi RVRLHVONTAHIVQQVVNHELDLGLIEGNCQHPDVELQPWVEDELVVFCAPQHPLARHGR
:*:***:***: :****. . :*:*******:*.***:*:***:***************: *
Pae ADLERLTREAWILREQGSGTRLTFDQAMRHHPRPLNIRLELEHTEAIKRAVESGLGIGCI
Ppu ADIESLSQEAWILREQGSGTRLTFDQAMRHHRANLNIRLELEHTEATIKRAVESGLGIGCI
Avi ATLDELAGEAWILREQGSGTRLTFDQAMRHHRPMLNIRLELEHTEATIKRAVESSLGIGCI
* L *: KA AKA AR A KN AKX A A A AR AR ARk * kK *******************.******
Pae SRLALRDAFRRGSLVPVETPGLDLRROQFYFIWHKQKYQTATMREFLDLCRSETAGISRSD
Ppu SRLALRDAFRRGSLVPVETPELDLLRQFYFIWHKQKYQTSAMREFLELCRNFTAGEFTRSD
Avi SRLALRDAFRRGSLVPVETPQLDLKRQFCFLWHKQKLHTAAMREFLEQCRALTAGVRRSD
KA A KA KA XA A AR A KKKk *k*%k * K% K * K% K *:***** :*::*****: * % ***. * K% K
Pae FIVLPLIP
Ppu EIVLPPIA
Avi EIVLPPIA

Kk kk*x X

S1 Fig. Multiple amino acid sequence alignment of P. aeruginosa FprA and FinR.



