SUPPLEMENTARY DATA

Predicted cDNA sequences resulting from the LINE-1 L1-HS retrotransposon insertion
The insertion of a 6 kb LINE-1 L1-HS retrotransposon in intron 9 of SLC17A5 is predicted
to create a further two splice sites within this insertion, in addition to the splice site at
the exon-intron boundary. The resulting cDNA sequences for these three predicted
transcripts are provided below. Untranslated sequences are indicated in grey, translated
sequences are indicated in black and stop codons are indicated in red. The location of
the primers used in the cDNA analyses is underlined.

SLC17A5 cDNA sequence — Splice site 1 (at the exon-intron boundary)

5’ UTR
GGCTCACTTTGCGCCAATCCTACGAGAACTCCCAGAACTCCGCTTCCCTAGTCCAACCCAAGCCAGAGTTGCCCACACCTAAGATG
GCGGCGGGGGCGGAGTCGGCGCGGCCGCCTCTGGGCGGGACCGCGGGGACTAGACGTGGCCGCGGGGCGGTGTCATCGCCCC
CGCCCCGCCCGGTCCAGCCAGCTCGGLCCGGGGGLTTCGGGLCTGTCGGGCCGGCGCTCCCTTCTCTGCCAGGTGGCGAGTACACC
TGCTCACGTAGGCGTC

Exon 1
ATG AGG TCT CCG GTT CGA GAC CTG GCC CGG AAC GAT GGC GAG GAG AGC ACG GAC CGC ACG CCT CTT CTA CCG
GGC GCC CCA CGG GCCGAAGCCG

Exon 2
CT CCA GTG TGC TGC TCT GCT CGT TACAAC TTAGCAATTTTG GCCTTT TTT GGT TTC TTC ATT GTG TAT GCA TTA CGT
GTG AAT CTG AGT GTT GCG TTA GTG GAT ATG GTA GAT TCA AAT ACA ACT TTA GAA GAT AAT AGA ACT TCC AAG GCG
TGT CCA GAG CAT TCT GCT CCC ATA AAA GTT CAT CAT AAT CAA ACG

Exon 3
GGT AAG AAG TAC CAA TGG GAT GCA GAA ACT CAA GGATGG ATT CTC GGT TCCTTT TTT TAT GGC TAC ATC ATC ACA
CAG ATT CCT GGA GGA TAT GTT GCC AGC AAA ATA GGG GGG AAA ATG CTG CTA GGA TTT GGG ATC CTT GGC ACT GCT
GTC CTC ACC CTG TTC ACT CCC ATT GCT GCA GAT TTA GGA GTT GGA CCA CTC ATT GTA CTC AGA GCA CTA GAA GGA
CTA GGA GAG

Exon 4
GGT GTT ACATTT CCA GCC ATG CAT GCC ATG TGG TCT TCT TGG GCT CCC CCT CTT GAA AGA AGC AAACTT CTT AGC
ATTTCATATGCAG

Exon 5
GA GCA CAG CTT GGG ACA GTA ATT TCT CTT CCT CTT TCT GGA ATA ATT TGC TAC TAT ATG AAT TGG ACT TAT GTC TTC
TACTTTTITG

Exon 6
GT ACT ATT GGAATATTTTGG TTT CTT TTG TGG ATC TGG TTA GTT AGT GAC ACA CCA CAA AAA CAC AAG AGA ATT TCC
CAT TAT GAA AAG GAATACATT CTT TCA TCA TTA AGA AAT CAG

Exon 7
CTT TCT TCA CAG AAG TCA GTG CCG TGG GTA CCC ATT TTA AAATCC CTG CCA CTT TGG GCT ATC GTA GTT GCA CAC
TTT TCT TACAACTGG ACT TTT TAT ACT TTATTG ACA TTATTG CCT ACT TAT ATG AAG GAG ATC CTA AGG TTC AAT GTT
CAA GAG

Exon 8
AAT GGG TTT TTATCT TCATTG CCT TAT TTA GGC TCT TGG TTA TGT ATG ATC CTG TCT GGT CAA GCT GCT GAC AATTTA
AGG GCA AAATGG AAT TTT TCA ACT TTATGT GTT CGC AGAATT TTT AGCCTT ATAG

Exon 9
GA ATG ATT GGA CCT GCA GTATTC CTG GTA GCT GCT GGC TTC ATT GGC TGT GAT TAT TCT TTG GCC GTT GCT TTC CTA
ACT ATA TCA ACA ACA CTG GGA GGC TTT TGC TCT TCT GGA TTT AGC ATC AAC CAT CTG GAT ATT GCT CCT TC




Exon 10
G TAT GCT GGT ATC CTC CTG GGC ATC ACA AAT ACATTT GCC ACT ATT CCA GGA ATG GTT GGG CCC GTC ATT GCT AAA
AGT CTG ACC CCT GAT

Exon 11.
AAC ACT GTT GGA GAA TGG CAA ACC GTG TTC TAT ATT GCT GCT GCT ATT AAT GTT TTT GGT GCC ATT TTC TTT ACA
CTATTC GCC AAA GGT GAA GTA CAA AAC TGG GCT CTC AAT GAT CAC CAT GGA CAC AGA CACTGA

3’ UTR
AGGAACCAATAAATAATCCTGCCTCTATTAATGTATTTTTATTTATCATGTAACCTCAAAGTGCCTTCTGTATTGTGTAAGCATTCTA
TGTCTTTTTTTAATTGTACTTGTATTAGATTTTTAAGGCCTATAATCATGAAATATCACTAGTTGCCAGAATAATAAAATGAACTGTG
TTTAATTATGAATAATATGTAAGCTAGGACTTCTACTTTAGGTTCACATACCTGCCTGCTAGTCGGGCAACATGAAGTAGGACAGT
TCTGTTGATTTTTTAGGGCCATACTAAAGGGAATGAGCTGAAACAGACCTCCTGATACCTTTGCTTAATTAAACTAGATGATAATTC
TCAGGTACTGATAAACACCTGTTGTTGTTCACTTTCCTCATAAAAATTGTCAGCTCTCTCTGACACTTAGACCTCAAACTTTAGCATC
TCTGTGGAGCTGCCATCCACTGTATAATTTCGCCTGGCAACTGGACTGAGGGGAGTGTGCCCAGGCAGCTGCCAAGCACTCCCTC
CCTGGCTTCAGGGTCAGAGTGCCCAGCGTTTATCAGAGGCAGCATCCAAGCCCAGAGCCAGTGTCGACTCTTCGGCTGGTGCCTT
TCCTCTGAGGGGCTATCAATGTGTAGATAAAGCCCTGAGTAGGCAAGAGCAGTGAGATCCACTGCTATGGTCTTGATACATCCTC
AAACTTTCCCTTCCCAGCACAGAGGAATATTGGCTGGCATGCAACCTGCAAAAGAAAAATGCGAAGCGGCCGGGCACGGTGGCT
CATGCCTGTAATCCCAGCACTTTGGGGGGCTGAGGTGGGCGAATCATGAGATCAGGAGTTCGAGACCAGCCTGGCCAGCATGGT
GAAACCCCATCTCTACTAAAAATACAAAAAATTAGCTGGGCGTGGTGACGGGCGCCTGTAATCCCAGATACTCAGGAGGCTGAGG
TAGGAGAATCACTTGAACCTGGGAGGTGGAAGTTGCAGTGAACCAAGATCACGCCACTGCACTCCAGCCTGGGCGATGGAGCGA
GACTCCAACTCAAAAAAAAAAAAAGAATAAAGAAAGAAAAGTGCGATGCCCAGTCAATCACAAATAAGATCATCCTGGTTTAAAT
CTACTCTCACATGGATCACAGTATAAATTTCTATGTGCTGTGTTTTGTTCGTTTGTATTTTGTAGAGATGGGGTCTCGTTTTGTCGCC
CAGGCTGGTTTTGAACTCCTGGCTTCAAGCGATCCTCCTGTCTCGGCCTCACAAAGTGTTGAGACTACAGGCATGAGCCACTGTGC
CCAGCCTGTTCTATGTTTTTAAGCTACACGAGAATTTTTTTTTTAATTAATTCTCACTGTTTGTTCAGTCTGTCTTCATCTAAGTTTGT
GTTGCAGTTTAAAGTTAAAGTGACTTTTAAAGGCCACATCACCTGAGACTAGGGTAATCATCTTTACTTCTGGTTCCTGAAATCATA
TTTTTCCAGTGGACCATCCTCCAGTGGCTGTGGTTGTTGAGCATGCTTTCAGAACACCTATGTGGCTTAAAACTTAGTTTATGTTTT
GTGTTCAACACTACGTGTAATATTTTAAAACTGTTTAATGTGATGTGAATACATTTATGTACATTTATTTTTAAATTTGTAAATAGCT
TTAAATTGCTATGGCAATGTTTCTTTTATAAATCATCAAAATAAACCTTTGTGAATTGA

The predicted amplicon size for the exon 9-11 cDNA PCR for this transcript is 517 bp

SLC17A5 cDNA sequence — Splice site 2 (82 bp into the insertion sequence)

5’ UTR
GGCTCACTTTGCGCCAATCCTACGAGAACTCCCAGAACTCCGCTTCCCTAGTCCAACCCAAGCCAGAGTTGCCCACACCTAAGATG
GCGGCGGGGGCGGAGTCGGCGCGGCCGCCTCTGGGCGGGACCGCGGGGACTAGACGTGGCCGCGGGGCGGTGTCATCGLCCCC
CGCCCCGCCCGGTCCAGCCAGCTCGGCLCCGGGGGLTTCGGGLCTGTCGGGCCGGCGCTCCCTTCTCTGCCAGGTGGCGAGTACACC
TGCTCACGTAGGCGTC

Exon 1
ATG AGG TCT CCG GTT CGA GAC CTG GCC CGG AAC GAT GGC GAG GAG AGC ACG GAC CGC ACG CCT CTT CTA CCG
GGC GCC CCA CGG GCCGAAGCCG

Exon 2
CT CCA GTG TGC TGC TCT GCT CGT TACAACTTA GCAATTTTG GCCTTTTTT GGT TTC TTC ATT GTG TAT GCATTA CGT
GTG AAT CTG AGT GTT GCG TTA GTG GAT ATG GTA GAT TCA AAT ACA ACT TTA GAA GAT AAT AGA ACT TCC AAG GCG
TGT CCA GAG CAT TCT GCT CCC ATA AAA GTT CAT CAT AAT CAA ACG

Exon 3
GGT AAG AAG TAC CAA TGG GAT GCA GAA ACT CAAGGA TGG ATT CTCGGT TCCTTT TTT TAT GGC TAC ATC ATC ACA
CAG ATT CCT GGA GGA TAT GTT GCC AGC AAA ATA GGG GGG AAA ATG CTG CTA GGATTT GGG ATC CTT GGC ACT GCT
GTC CTC ACCCTG TTC ACT CCC ATT GCT GCA GAT TTA GGA GTT GGA CCA CTC ATT GTA CTC AGA GCA CTA GAA GGA
CTA GGA GAG

Exon 4
GGT GTT ACATTT CCA GCC ATG CAT GCC ATG TGG TCT TCT TGG GCT CCC CCT CTT GAA AGA AGC AAA CTT CTT AGC
ATT TCATAT GCA G




Exon 5
GA GCA CAG CTT GGG ACA GTA ATT TCT CTT CCT CTT TCT GGA ATA ATT TGC TAC TAT ATG AAT TGG ACT TAT GTC TTC
TACTTTTIT G

Exon 6
GT ACT ATT GGA ATATTTTGG TTT CTT TTG TGG ATC TGG TTA GTT AGT GAC ACA CCA CAA AAA CAC AAG AGA ATT TCC
CAT TAT GAA AAG GAA TAC ATT CTT TCA TCA TTA AGA AAT CAG

Exon 7
CTT TCT TCA CAG AAG TCA GTG CCG TGG GTA CCCATT TTA AAATCC CTG CCA CTT TGG GCT ATC GTA GTT GCA CAC
TTT TCT TAC AACTGG ACT TTT TAT ACT TTATTG ACA TTATTG CCT ACT TAT ATG AAG GAG ATC CTA AGG TTC AAT GTT
CAA GAG

Exon 8
AAT GGG TTT TTATCT TCATTG CCT TAT TTA GGC TCT TGG TTA TGT ATG ATC CTG TCT GGT CAA GCT GCT GAC AAT TTA
AGG GCA AAATGG AAT TTT TCA ACT TTATGT GTT CGCAGAATT TTT AGC CTT ATAG

Exon 9
GA ATG ATT GGA CCT GCA GTATTC CTG GTA GCT GCT GGC TTC ATT GGC TGT GAT TAT TCT TTG GCC GTT GCT TTC CTA
ACT ATA TCA ACA ACA CTG GGA GGC TTT TGC TCT TCT GGA TTT AGC ATC AAC CAT CTG GAT ATT GCT CCT TC

Intron 9

G TGA gtactaatataaagatttgc

Insertion
atggccgaataggaacagctccggtctacagetcccagegtgagegacgcagaagacggtgatttctgeatttccatctgag

Exon 10
GTATGCTGGTATCCTCCTGGGCATCACAAATACATTTGCCACTATTCCAGGAATGGTTGGGCCCGTCATTGCTAAAAGTCTGACCC
CTGAT

Exon 11
AACACTGTTGGAGAATGGCAAACCGTGTTCTATATTGCTGCTGCTATTAATGTTTTTGGTGCCATTTTCTTTACACTATTCGCCAAA
GGTGAAGTACAAAACTGGGCTCTCAATGATCACCATGGACACAGACACTGA

3’ UTR
AGGAACCAATAAATAATCCTGCCTCTATTAATGTATTTTTATTTATCATGTAACCTCAAAGTGCCTTCTGTATTGTGTAAGCATTCTA
TGTCTTTTTTTAATTGTACTTGTATTAGATTTTTAAGGCCTATAATCATGAAATATCACTAGTTGCCAGAATAATAAAATGAACTGTG
TTTAATTATGAATAATATGTAAGCTAGGACTTCTACTTTAGGTTCACATACCTGCCTGCTAGTCGGGCAACATGAAGTAGGACAGT
TCTGTTGATTTTTTAGGGCCATACTAAAGGGAATGAGCTGAAACAGACCTCCTGATACCTTTGCTTAATTAAACTAGATGATAATTC
TCAGGTACTGATAAACACCTGTTGTTGTTCACTTTCCTCATAAAAATTGTCAGCTCTCTCTGACACTTAGACCTCAAACTTTAGCATC
TCTGTGGAGCTGCCATCCACTGTATAATTTCGCCTGGCAACTGGACTGAGGGGAGTGTGCCCAGGCAGCTGCCAAGCACTCCCTC
CCTGGCTTCAGGGTCAGAGTGCCCAGCGTTTATCAGAGGCAGCATCCAAGCCCAGAGCCAGTGTCGACTCTTCGGCTGGTGCCTT
TCCTCTGAGGGGCTATCAATGTGTAGATAAAGCCCTGAGTAGGCAAGAGCAGTGAGATCCACTGCTATGGTCTTGATACATCCTC
AAACTTTCCCTTCCCAGCACAGAGGAATATTGGCTGGCATGCAACCTGCAAAAGAAAAATGCGAAGCGGCCGGGCACGGTGGCT
CATGCCTGTAATCCCAGCACTTTGGGGGGCTGAGGTGGGCGAATCATGAGATCAGGAGTTCGAGACCAGCCTGGCCAGCATGGT
GAAACCCCATCTCTACTAAAAATACAAAAAATTAGCTGGGCGTGGTGACGGGCGCCTGTAATCCCAGATACTCAGGAGGCTGAGG
TAGGAGAATCACTTGAACCTGGGAGGTGGAAGTTGCAGTGAACCAAGATCACGCCACTGCACTCCAGCCTGGGCGATGGAGCGA
GACTCCAACTCAAAAAAAAAAAAAGAATAAAGAAAGAAAAGTGCGATGCCCAGTCAATCACAAATAAGATCATCCTGGTTTAAAT
CTACTCTCACATGGATCACAGTATAAATTTCTATGTGCTGTGTTTTGTTCGTTTGTATTTTGTAGAGATGGGGTCTCGTTTTGTCGCC
CAGGCTGGTTTTGAACTCCTGGCTTCAAGCGATCCTCCTGTCTCGGCCTCACAAAGTGTTGAGACTACAGGCATGAGCCACTGTGC
CCAGCCTGTTCTATGTTTTTAAGCTACACGAGAATTTTTTTTTTAATTAATTCTCACTGTTTGTTCAGTCTGTCTTCATCTAAGTTTGT
GTTGCAGTTTAAAGTTAAAGTGACTTTTAAAGGCCACATCACCTGAGACTAGGGTAATCATCTTTACTTCTGGTTCCTGAAATCATA
TTTTTCCAGTGGACCATCCTCCAGTGGCTGTGGTTGTTGAGCATGCTTTCAGAACACCTATGTGGCTTAAAACTTAGTTTATGTTTT
GTGTTCAACACTACGTGTAATATTTTAAAACTGTTTAATGTGATGTGAATACATTTATGTACATTTATTTTTAAATTTGTAAATAGCT
TTAAATTGCTATGGCAATGTTTCTTTTATAAATCATCAAAATAAACCTTTGTGAATTGA

The predicted amplicon size for the exon 9-11 cDNA PCR for this transcript is 623 bp



SLC17A5 cDNA sequence — Splice site 3 (679 bp into the insertion sequence)

5’ UTR
GGCTCACTTTGCGCCAATCCTACGAGAACTCCCAGAACTCCGCTTCCCTAGTCCAACCCAAGCCAGAGTTGCCCACACCTAAGATG
GCGGCGGGGGCGGAGTCGGCGCGGCCGCCTCTGGGCGGGACCGCGGGGACTAGACGTGGCCGCGGGGCGGTGTCATCGCCCC
CGCCCCGCCCGGTCCAGCCAGCTCGGLCCGGGGGLTTCGGGLCTGTCGGGCCGGCGCTCCCTTCTCTGCCAGGTGGCGAGTACACC
TGCTCACGTAGGCGTC

Exon 1
ATG AGG TCT CCG GTT CGA GAC CTG GCC CGG AAC GAT GGC GAG GAG AGC ACG GAC CGC ACG CCT CTT CTA CCG
GGC GCC CCA CGG GCCGAAGCCG

Exon 2
CT CCA GTG TGC TGC TCT GCT CGT TAC AACTTA GCAATTTTG GCCTTT TTT GGT TTC TTC ATT GTG TAT GCA TTA CGT
GTG AAT CTG AGT GTT GCG TTA GTG GAT ATG GTA GAT TCA AAT ACA ACT TTA GAA GAT AAT AGA ACT TCC AAG GCG
TGT CCA GAG CAT TCT GCT CCC ATA AAA GTT CAT CAT AAT CAA ACG

Exon 3
GGT AAG AAG TAC CAA TGG GAT GCA GAA ACT CAA GGA TGG ATT CTC GGT TCC TTT TTT TAT GGC TAC ATC ATC ACA
CAG ATT CCT GGA GGA TAT GTT GCC AGC AAA ATA GGG GGG AAA ATG CTG CTA GGA TTT GGG ATC CTT GGC ACT GCT
GTC CTC ACC CTG TTC ACT CCC ATT GCT GCA GAT TTA GGA GTT GGA CCA CTC ATT GTA CTC AGA GCA CTA GAA GGA
CTA GGA GAG

Exon 4
GGT GTT ACATTT CCA GCC ATG CAT GCC ATG TGG TCT TCT TGG GCT CCC CCT CTT GAA AGA AGC AAACTT CTT AGC
ATTTCATAT GCAG

Exon 5
GA GCA CAG CTT GGG ACA GTA ATT TCT CTT CCT CTT TCT GGA ATA ATT TGC TAC TAT ATG AAT TGG ACT TAT GTC TTC
TACTTTTITG

Exon 6
GT ACT ATT GGAATATTITTGG TTT CTT TTG TGG ATC TGG TTA GTT AGT GAC ACA CCA CAA AAA CAC AAG AGA ATT TCC
CAT TAT GAA AAG GAA TAC ATT CTT TCA TCA TTA AGA AAT CAG

Exon 7
CTT TCT TCA CAG AAG TCA GTG CCG TGG GTA CCCATT TTA AAATCC CTG CCA CTT TGG GCT ATC GTA GTT GCA CAC
TTT TCT TAC AACTGG ACT TTT TAT ACT TTATTG ACA TTATTG CCT ACT TAT ATG AAG GAG ATC CTA AGG TTC AAT GTT
CAA GAG

Exon 8

AAT GGG TTT TTATCT TCATTG CCT TAT TTA GGC TCT TGG TTA TGT ATG ATC CTG TCT GGT CAA GCT GCT GAC AAT TTA
AGG GCA AAATGG AAT TTT TCA ACT TTATGT GTT CGC AGAATT TTT AGC CTT ATAG

Exon 9
GA ATG ATT GGA CCT GCA GTATTC CTG GTA GCT GCT GGC TTC ATT GGC TGT GAT TAT TCT TTG GCC GTT GCT TTC CTA
ACT ATA TCA ACA ACA CTG GGA GGC TTT TGC TCT TCT GGA TTT AGC ATC AAC CAT CTG GAT ATT GCT CCT TC

Intron 9

G TGA gtactaatataaagatttgc

Insertion
atggccgaataggaacagctccggtctacagetcccagegtgagegacgcagaagacggtgatttctgeatttccatctgaggtaccgggttcatctcactagggagtgec
agacagtgggcgcaggccagtgtgtgtgegeaccgtgegegagecgaageagggegaggcattgectcacctgggaagegcaaggggtcagggagttecctttctgagt
caaagaaaggggtgacggtcgcacctggaaaatcgggtcactcccacccgaatattgegettttcagaccggettaagaaacggegcaccacgagactatatceccacace
tggctcggagggtcctacgeccacggaatctcgetgattgctagcacagecagtctgagatcaaactgcaaggeggcaacgaggcetgggggaggggegeccgecattgec
caggcttgcttaggtaaacaaagcagccgggaagcetcgaactgggtggageccaccacagetcaaggaggectgectgectetgtaggetccacctetgggggeagggce
acagacaaacaaaaagacagcagtaacctctgcagacttaagtgtcectgtctgacagetttgaagagageagtggttctcccagcacgcagetggagatctgagaacg
ggcagacagactgcctcctcaa

Exon 10
GTATGCTGGTATCCTCCTGGGCATCACAAATACATTTGCCACTATTCCAGGAATGGTTGGGCCCGTCATTGCTAAAAGTCTGACCC
CTGAT



Exon 11.
AACACTGTTGGAGAATGGCAAACCGTGTTCTATATTGCTGCTGCTATTAATGTTTTTGGTGCCATTTTCTTTACACTATTCGCCAAA
GGTGAAGTACAAAACTGGGCTCTCAATGATCACCATGGACACAGACACTGA

3’ UTR
AGGAACCAATAAATAATCCTGCCTCTATTAATGTATTTTTATTTATCATGTAACCTCAAAGTGCCTTCTGTATTGTGTAAGCATTCTA
TGTCTTTTTTTAATTGTACTTGTATTAGATTTTTAAGGCCTATAATCATGAAATATCACTAGTTGCCAGAATAATAAAATGAACTGTG
TTTAATTATGAATAATATGTAAGCTAGGACTTCTACTTTAGGTTCACATACCTGCCTGCTAGTCGGGCAACATGAAGTAGGACAGT
TCTGTTGATTTTTTAGGGCCATACTAAAGGGAATGAGCTGAAACAGACCTCCTGATACCTTTGCTTAATTAAACTAGATGATAATTC
TCAGGTACTGATAAACACCTGTTGTTGTTCACTTTCCTCATAAAAATTGTCAGCTCTCTCTGACACTTAGACCTCAAACTTTAGCATC
TCTGTGGAGCTGCCATCCACTGTATAATTTCGCCTGGCAACTGGACTGAGGGGAGTGTGCCCAGGCAGCTGCCAAGCACTCCCTC
CCTGGCTTCAGGGTCAGAGTGCCCAGCGTTTATCAGAGGCAGCATCCAAGCCCAGAGCCAGTGTCGACTCTTCGGCTGGTGCCTT
TCCTCTGAGGGGCTATCAATGTGTAGATAAAGCCCTGAGTAGGCAAGAGCAGTGAGATCCACTGCTATGGTCTTGATACATCCTC
AAACTTTCCCTTCCCAGCACAGAGGAATATTGGCTGGCATGCAACCTGCAAAAGAAAAATGCGAAGCGGCCGGGCACGGTGGCT
CATGCCTGTAATCCCAGCACTTTGGGGGGCTGAGGTGGGCGAATCATGAGATCAGGAGTTCGAGACCAGCCTGGCCAGCATGGT
GAAACCCCATCTCTACTAAAAATACAAAAAATTAGCTGGGCGTGGTGACGGGCGCCTGTAATCCCAGATACTCAGGAGGCTGAGG
TAGGAGAATCACTTGAACCTGGGAGGTGGAAGTTGCAGTGAACCAAGATCACGCCACTGCACTCCAGCCTGGGCGATGGAGCGA
GACTCCAACTCAAAAAAAAAAAAAGAATAAAGAAAGAAAAGTGCGATGCCCAGTCAATCACAAATAAGATCATCCTGGTTTAAAT
CTACTCTCACATGGATCACAGTATAAATTTCTATGTGCTGTGTTTTGTTCGTTTGTATTTTGTAGAGATGGGGTCTCGTTTTGTCGCC
CAGGCTGGTTTTGAACTCCTGGCTTCAAGCGATCCTCCTGTCTCGGCCTCACAAAGTGTTGAGACTACAGGCATGAGCCACTGTGC
CCAGCCTGTTCTATGTTTTTAAGCTACACGAGAATTTTTTTTTTAATTAATTCTCACTGTTTGTTCAGTCTGTCTTCATCTAAGTTTGT
GTTGCAGTTTAAAGTTAAAGTGACTTTTAAAGGCCACATCACCTGAGACTAGGGTAATCATCTTTACTTCTGGTTCCTGAAATCATA
TTTTTCCAGTGGACCATCCTCCAGTGGCTGTGGTTGTTGAGCATGCTTTCAGAACACCTATGTGGCTTAAAACTTAGTTTATGTTTT
GTGTTCAACACTACGTGTAATATTTTAAAACTGTTTAATGTGATGTGAATACATTTATGTACATTTATTTTTAAATTTGTAAATAGCT
TTAAATTGCTATGGCAATGTTTCTTTTATAAATCATCAAAATAAACCTTTGTGAATTGA

The predicted amplicon size for the exon 9-11 cDNA PCR for this transcript is 1220 bp



