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Supplemental Figure 1. Translational accuracy in an rcm1  deletion strain.
Bars indicate averages and standard deviations obtained with eight 
separate transformants. Statistical significance as determined by one-way 
ANOVA and post-hoc testing (Tukey HSD) is indicated as follows: n.s., p>0.05; 
*, p<0.05; ***, p<0.001.


