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B Human Phospho-RTK Array Coordinates
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A, A2 Reference Spots — D1,02 Tie Tie-2
A23, AM Reference Spots —_— D3, D4 NaFR TrkA
B1,62 FGFR EGFR Ds, D6 NGFR TrkB
B3, B4 FGFR ErbB2 D7,D8 NGFR TrkC
Bs, B6 EGFR ErbB3 D9, D10 VEGFR VEGF R
b7, B3 EGFR ErbB4 bn, D12 VEGFR VEGF R2
B9, B10 FGFR FGFR1 D13, D14 VEGFR VEGF B3
B1,B12 FGFR FGFR2a D15, D16 MuSK MusK
13,614 FGFR FGFR3 D17,018 EphR EphAl
B15, 816 FGFR FGF R4 D19, D20 EphR EphA2
B17,B18 Insulin R Irsulin R 21,022 Eph R EphA3
B19, 620 Insulin R GF-IR D23, D24 Eph R EphA4
B21,822 Axl Al £, E2 EphR EphA6
B2, B4 Axl Dtk B, k4 EphR EphA7
0,2 Axl Mer ks, k6 EphR Ephb1
G, HGFR HaFR £7,E8 Eph R EphB2
(5,06 HGFR MSP R t9, E10 Eph R EphB4
(7,08 PDGFR PDGF Ra En, ez EphR EphBa
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m,c2 PDGFR SCFR k15, E16 - DDR1
(13,014 PDGFR At-3 E17,018 - DDR2
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17,018 RET c-Ret £21,E22 Eph R EphA10
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(21,(2 ROR ROR2 Fs, F6 Eph R EphB3
(23,(H Tie Tie-1 F7,F8 — RYK
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S1 Figure. Kinome arrays of SK-N-AS, SK-N-AS'OXALI**® and SK-N-
AS'OXALI*?%0) cells. A) Autoradiographs, 1.7 mg/mL of protein were added to each
of the kinome arrays; B) Organisation of the kinome array.



