Supplementary Table 2. All genes with significantly induced or repressed gene expression
in prolonged hypoxic precultured hMVECs after VEGF-A/TNF-a stimulation.

Upregulated in Hypoxia Downregulated in Hypoxia

ABCC3 2.1 Al1BG,ZNF497 0.55

ACCN3 1.9 AATK 0.64

ACTR3C 4.1 ACPL2 0.46

ADAMTSL3 1.6 ADAM19 0.65

ADM2 2.4 ADAMTS18 0.46

ADRB1 2.3 ADC 0.44

AEBP1,MIR4649 2.9 AGPAT9 0.57

AIM1 1.7 ALDH4A1,MIR4695 0.53

AK4 2.8 ANKRD23,ANKRD39 0.58

ALDOC 2.2 ANLN 0.45

AMIGO2 2.5 ARHGAP11A,SCG5 0.52

ANK1 2.1 ARMCX2 0.67

ANKRD53 2.6 ATAD3A ATAD3B 0.66

ANTXR2 1.5 ATP2B4 0.66

ARHGAP21 1.6 AURKA 0.57

ARHGEF40 1.8 BOD1 0.64

ARRDC3 4.3 BHLHE41 0.51

ATF3 2.0 BRCA1 0.44

BACH1 3.3 BTBD11 0.36



BATF 1.9 BUB1B,PAKG6 0.35

BCAR1 1.7 C1lorf96 0.53

BEST1 1.9 C1l7orf28 0.61

BEX5 1.8 C20orf27 0.61

BHLHE40 1.9 C6orf97 0.55

BMF 1.7 CAMK1 0.64

BMPER 3.0 CBLN2 0.55

BNIP3L 2.0 CCDC102B 0.56

C100rf10 1.5 CCDC165 0.63

C120rf39 2.0 CCNB2,MYOL1E 0.55

Clorf133 6.9 CCNE1 0.39

CIQTNF1 2.9 CD34 0.58

C200rf96 1.5 CDC45 0.19

C3orf15 1.6 CDCA5,L0C100130348 0.59

Cdorfa7 3.8 CDK1 0.24

C70rf29,LRRC61 3.2 CDKN3 0.64

C7orf58 2.2 CENPM 0.38

C7orf63 1.5 CES4A 0.64

C8orf58 1.7 CHAC2 0.65

CAll 1.7 CHCHD10 0.66

CA2 6.5 CHTF18 0.64



CACNA1A 1.6 CKAP2L 0.40

CAMK1D,LOC283070 2.2 CLSPN 0.35

CARHSP1 1.5 CORO2B 0.57

CCL20 1.8 CRHR1,MGC57346 0.67

CCNG2 1.5 CXorf36 0.18

CCRN4L 1.6 CYTL1 0.57

CD302,LY75,LY75-CD302 1.8 DGAT?2 0.61

CDCP1 2.0 DHRS11 0.49

CEBPD 1.6 DLL1 0.53

CEP112 1.6 DNAJC6 0.61

CHAC1 2.4 DPYSL4 0.66

CHRNE 1.9 EFNB2 0.64

CHST6 1.9 EME1 0.36

CLCN4 1.7 ERCC2 0.66

CLDN23 2.0 FAM102A 0.63

CLEC2B 1.8 FAM117A 0.65

COL12A1 2.7 FAM212B 0.53

COL8A2 2.9 FAM54A 0.58

CRNDE 1.5 FAM83D 0.25

CSPG5 2.9 FANCD2 0.48

CTF1 1.8 FEN1 0.64

CYP1Al 2.0 FLJ42627 0.56




CYP2J2 1.6 FRMD5 0.60

DAPK?2 1.6 GAMT 0.55

DCHS1 1.6 GFOD1 0.57

DDIT4 3.6 GINS2 0.21

DNAHS 1.7 GREB1L 0.63

DNMT3A 1.5 GTSE1 0.32

DTX4 1.8 HCN2 0.57

DYRK2 1.8 HEY?2 0.64

EBI3 1.8 HJURP 0.38

EFNAL 1.7 HMOX1 0.19

EGLN3 106.8 IFI27L1 0.66

ENO2 3.1 IGF1 0.16

EPB41L3 1.7 IPW,SNORD116- 0.67
17,SNORD116-21,SNORD116-
24,SNORD116-26,SNORD116-

‘

ERO1LB 1.6 KIAAQ0513 0.63

F2RL3 5.8 KIF11 0.60

FAM102B 1.5 KIF20B 0.58

FAM117B 1.8 KIF23 0.57

FAM150B 3.9 KIF4A 0.39

FAM167B 1.6 KLHL4 0.67

FAM26F 3.0 L2HGDH 0.50




FAMA46C 1.9 LAMA3 0.60

FER1L4 2.3 LDB2 0.57

FLJ32224 2.7 LINC00520 0.47

FLJ44511 1.5 LOC100507254 0.35

FST 3.1 LOC285758 0.65

FZD8 1.7 LOC401052 0.43

GADD45B 2.1 LRP3 0.63

GALM 2.0 LRRC33 0.50

GATAG 1.6 LST1 0.44

GEM 2.2 MAPRE3 0.63

GHRL 1.8 MCM4 0.48

GJC2 1.9 MEX3A 0.52

GNA14 3.2 MGC23284 0.66

GPR146 2.5 MIR31HG 0.66

GPX7 2.0 MLF1IP 0.45

GULP1 1.8 MMP16 0.58

H1FO 1.9 MREG,PECR 0.58

HAVCR2 2.6 MYBL2 0.13

HERC5 2.1 NCAPG 0.30

HIF3A 11.1 NEU3 0.65



HIST1H2BD 1.5 NLGN1 0.34

HK2 2.0 NPM3 0.58

HOXD1 1.8 NUF2 0.27

HRH1 1.6 OR5B17 0.63

HSPA12B 2.8 OSBP2 0.59

HVCN1 2.0 PANK1 0.63

ICAM4 2.9 PARPBP 0.59

IFITM1 1.8 PDXP 0.64

IGFBPS 7.0 PHEX 0.60

ILIR1 1.8 PIK3R3 0.45

IL2RG 1.5 PLA2G4A 0.54

IL6 2.0 PMCH 0.37

IPMK 1.5 POLR3G 0.57

IRS2 1.7 PPARGC1B 0.63

ITGB4 1.8 PRDX2 0.67

JDP2 2.0 PRRT3 0.54

KANK3 1.6 PRSS3 0.62

KCNS3 4.2 PTGDS 0.49

KCTD8 4.1 PTPRS 0.37

KLF11 1.6 PVRL1 0.67

KLHL3,MYOT 1.7 QPCTL 0.62

LAG3 1.9 RAB6B 0.29




LIMCH1 4.7 RACGAP1 0.58

LINC00263 1.8 RAD51AP1 0.37

LITAF 2.4 RECQL4 0.52

LOC100128071 1.8 RFC3 0.57

LOC100132077 2.9 RGS11 0.43

LOC100133445,L0C115110 1.8 RGS5 0.15

LOC100190938 2.6 RHPN1 0.63

LOC100506746 1.9 RRM2 0.11

LOC149837 2.6 SCARB1 0.56

LOC283104 1.6 SDC1 0.37

LOC439949 1.8 SFMBT1 0.55

LOX 2.0 SH3PXD2A 0.57

LRG1 1.6 SHANK1 0.46

LRRC34 1.8 SKA1 0.24

LRRC56 1.5 SLC12A2 0.61

LYPD1 2.0 SLC25A19 0.65

MAF 2.2 SLC25A29 0.61

MAMDCA4 1.8 SLC2A11 0.65

MAPK13 2.2 SLC40A1 0.48

MCHR1 3.2 SLC44A5 0.39




MEGF6 1.9 SLC47A1 0.38

MEX3B 1.5 SPAG5 0.48

MIR101-1,MIR3671 2.3 SSBP3 0.60

MIR181A1,MIR181B1 2.4 SULT1B1 0.41

MIR30B 2.2 TFRC 0.64

MME 2.2 TK1 0.32

MOB3B 1.6 TMEM121 0.50

MRGPRX3 2.5 TMEM38A 0.56

MT1F 2.3 TMEM97 0.53

MT1M 5.9 TNFSF9 0.52

MXI1 1.9 TOP2A 0.19

MYO15B 2.8 TRAP1 0.65

NARF 1.5 TRIP13 0.52

NDUFA4L2 1.6 TUBA4A 0.54

NFIL3 1.7 uBD 0.50

NKAPP1 1.6 UBE2T 0.49

NOD2 1.7 UCP2 0.53

NOX4 1.7 VPS37D 0.53

NR4A2 1.9 WDHD1 0.61

NTN4 1.6 ZCWPW2 0.62

NYNRIN 1.7 ZNF323 0.46




ODF3B 2.6 ZNF491 0.66

OTuD1 1.6 ZWINT 0.54

PAHAL 2.0

PALMD 1.6

PAPL 2.0

PCDH10 3.0

PDGFRA 1.8

PDK1 2.0

PGM1 2.5

PHGDH 2.5

PIM1 6.0

PLA2G16 1.5

PLIN2 1.7

PMAIP1 1.9

PNMAZ2 1.7

POF1B 24

PP7080,SLC9A3 1.8

PPFIA4 22.9

PPP1R3G 6.7

PRDM8 24

PRKY 2.1



PROS1 1.6

PTER 2.0

PTGIR 2.2

QPCT 2.0

RAB34 1.7

RALGPS2 1.9

RARRES1 2.9

RASSF4 1.8

REPS2 2.1

RGNEF 1.6

RHBDF2 1.6

RIPK4 3.8

RNASEL 1.6

RPS6KA5 1.6

RTKN 2.5

SARM1 2.1

SCARNA9 1.8

SDC4 2.1

SEMA3C 1.8

SEPT4 3.2

SFMBT2 1.8

SGIP1 1.9




SHH 4.5

SIX1 2.7

SLC16A3 1.9

SLC2A3 2.7

SLC38A4 1.9

SLC45A1 1.7

SLC6A9 2.8

SLC7A5 2.0

SLC8A3 11.3

SMAD7 3.3

SNX33 1.6

SPAG4 2.1

SSTR2 1.7

STC2 3.2

STX1B 1.6

SYNPO 1.8

TCTEX1D1 4.0

TGFB2 24

TIMP3 3.0

TLE4 1.6

TM4SF18 1.5



TMEMA45A 24

TMEMT71 24

TNFAIP3 1.8

TNFRSF10B 1.6

TNFRSF11A 1.7

TOX 2.3

TPI1 2.0

TSPAN2 3.5

TTC30A 1.7

TUSC1 2.0

TXNIP 3.9

ULBP1 3.4

VATIL 7.1

VEGFA 3.5

VIP 1.6

WDR66 2.4

WNT5A 1.6

ZNF292 1.6

ZNF469 1.7

ZNF532 1.5

ZNF655 2.4

ZNF747 2.2




The relative gene expression was compared with the gene expression of h(MVECSs precultured in
normoxia and stimulated with VEGF-A/TNF-a (n=4).



