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Table S2: List of proteins identified in group A by a shotgun approach. Previous identification: in the
Table the proteins previously identified in human blastocoel fluid (16, 17) are indicated with a capital X,
while x indicates gene products previously experimentally detected at the protein level as secreted and/or
present in extracellular region and/or in exosome and/or in microvesicles according to public available
databases and dataset (www.neXtProt.org, www.exocarta.org, microvesicle.org, geneontology.org,
www.proteinatlas.org, 29) or at the gene expression level from microarray data (16, 30) or at the
transcription level in blastocystis or embyonic tissue according to http://genomewidepdb.proteomix.org or
https://www.ncbi.nlm.nih.gov/geoprofiles databases. The table lists only the proteins present and quantified
in at least 3 out of 5 technical repeats using a false positive rate of 0.05 and minimum peptide length 9 amino

acids, reporting in a column the proteins identified with FDR 0.01.

Protein Protein names Gene names PEP Razor + FDR  Previous
IDs unique 1% identification
peptides

P12273 Prolactin-inducible protein PIP 5.24E-06 2 X X

Q8NBJ4  Golgi membrane protein 1 GOLM1 0.018711 1 X X

P01040 Cystatin-A CSTA 1.22E-08 2 X X

P20382 Pro-MCH;Neuropeptide-glycine-glutamic  PMCH 0.002462 1 X X
acid;

Q8TE76 MORC family CW-type zinc finger protein MORC4 0.018241 1 X X
4

Q8TE56 A disintegrin and metalloproteinase with  ~ ADAMTS17 0.022011 1 X X
thrombospondin motifs 17

D6R956 Ubiquitin carboxyl-terminal hydrolase UCHL1 0.004585 1 X
isozyme L1

095202 LETM1 and EF-hand domain-containing LETM1 0.028673 1 X
protein 1, mitochondrial

Q9UGM3  Deleted in malignant brain tumors 1 DMBT1 0.006933 1 X X

rotein

P31025 Eipocalin-l;Putative lipocalin 1-like LCN1;LCN1P1 1.85E-55 2 X X
protein 1

Q6UWP8  Suprabasin SBSN 0.000208 1 X X

Q9BR77  Coiled-coil domain-containing protein 77 CCDC77 0.009722 1 X X

Q96RW7  Hemicentin-1 HMCN1 0.024825 1 X X

P31151 Protein S100-A7;Protein S100-A7A S100A7;S100A7A 3.14E-51 4 X X

HOY7A7  Calmodulin CALM2;CALM1 0.005618 1 X X

Q6GMR7  Fatty-acid amide hydrolase 2 FAAH2 0.02707 1 X X

P19021 Peptidyl-glycine alpha-amidating PAM 0.029696 1 X
monooxygenase;

094788-3 Retinal dehydrogenase 2 ALDH1A2 0.026311 1 X

Q5VW26  Nuclear factor 1;Nuclear factor 1 B-type NFIB 0.01383 1 X

Q9BV73  Centrosome-associated protein CEP250 CEP250 0.025154 1 X

Q9NZT1  Calmodulin-like protein 5 CALML5 8E-153 4 X X

P81605 Dermcidin;Survival-promoting DCD 4.24E-08 2 X X
peptide;DCD-1

Q6PGQ7  Protein aurora borealis BORA;FLJ22624 0.03061 1 X X

C9KOL2  Maestro heat-like repeat-containing protein HEATRS8 0.030121 1 X X
family member 7

P61626 Lysozyme C LYZ 2.78E-23 1 X X

Q8NBE3  Centrosomal protein of 112 kDa CEP112 0.008359 1 X X
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