
	

Figure	S5	 Distribution	of	dispensable	and	unique	COGs	in	the	six	

B.pseudocatenulatum	genomes.	The	heatmap	shows	the	copy	number	of	genes	

annotated	as	the	particular	COG	function.	The	strains	are	clustered	with	Jaccard	

distance	and	Ward	linkage	method.	

	


