Supplemental Figure 1: Detailed heavy chain plasmablast genetics
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Supplemental Figure 2: Detailed heavy chain plasmablast genetics
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Supplemental Figure 3: Other tissue lysate ELISAs

a. Human Brain Lysate
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Supplemental Figure 4: Foreign antigen and irrelevant antigen ELISAs

a. H1N1 Influenza
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Supplemental Figure 5:

a. SH-Syb5y Lysate

— 12- Cis111
g
c
o
wn
N
[
o
c
©
£
o
[}
2
<
5 10 15 20
Concentration (ug/mL)
CIS683
= 1.21
£
S oo CIS28
A
3 o6
c
£
S 03
[7]
-1
< 0.04
5 10 15 20

Concentration (ug/mL)

HD10

Absorbance (450 nm)
o

0.
0 5 10 15 20

Concentration (pg/mL)

Absorbance (450 nm) Absorbance (450 nm)

Absorbance (450 nm)

0.9

0.6

0.34

CIS353
CIs19

5 10 15 20

Concentration (ug/mL)

CIS799

CIS68

0.04

“o

pd

5 10 15 20

Concentration (ug/mL)

5 10 15
Concentration (ug/mL)

20

Absorbance (450 nm) Absorbance (450 nm)

Absorbance (450 nm)

CIS431
1.2+

0. T T T 1
5 10 15 20

Concentration (pg/mL)

ATM4
1.2+
0.94 cIsse CIS57
9
0.6+
CIS60
0.3
/
0. T T T

Concentration (ug/mL)

CIS924

Concentration (ug/mL)

Neuroblastoma Lysate ELISAs

b.

HD Positive rhAbs

[ 6 Negative

CIS Positive rhAbs

Il 12 Positive
[J 25 Negative

NMO Positive rhAbs

Il 3 Positive
[ 6 Negative




Supplemental Figure 6: Plasmablast rhAbs on stroke corpus callosum
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Supplemental Figure 7: Plasmablast rhAbs on stroke cortex




Supplemental Figure 8: Plasmablast rhAbs on EAE corpus callosum
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Supplemental Figure 9: Plasmablast rhAbs on EAE cortex
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Supplemental Figure 10: Plasmablast rhAbs on healthy corpus callosum




Supplemental Figure 11: Plasmablast rhAbs on healthy cortex

No rhAb

20pum &~ ¢ “20x 20 um

Cis4s 494

h’ 4




Supplemental Figure 12: Plasmablast rhAbs with astrocyte marker
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Supplemental Figure 13: Plasmablast rhAbs with oligodendrocyte marker
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Supplemental Figure 14: Plasmablast rhAbs binding evaluation by histology
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rhAb signal

Supplemental Figure 15: Enumeration of positively stained cells in the cortex
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Supplemental Figure 16: Plasmablast rhAbs on Sy5y
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Supplemental Figure 18: Reactivity to Hep2 by ICC
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Supplemental Figure 19: Western Blots of Sy5y and Hep2 Cellular Fractions
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Supplemental Figure 20: Reactivity to Aquaportin-4 by CBA
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Supplemental Figure 21: Reactivity to Sy5y by flow cytometry
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