Inhibitory role of a2,6-Sialylation in Adipogenesis
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Supplemental Figure 1 mRNA abundance relative to house keeping genes (Actb, B2m, Gapdh, and Hsp90ab1).
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Supplemental Figure 1 mRNA abundance relative to house keeping genes (Actb, B2m, Gapdh, and Hsp90ab1).

Kaburagi T. et al. page 2



HNK-1 PSA
0.3 1 0.3 -
0.3
0.2 - i
0.2 02
0.1 1 0.1 - 0.1
0.0 - 00 A—=m 0.0
Y X
& & o
Q;)éo %’5% %\%%\ &%\
C-Mannose
0.3 -
0.2 -
0.1 -
0.0
PO
o o ot

0.3

0.2

0.1

0.0

O

SRS

o
&

WS

OCON
BHFD

w&i@@@&&@@@

Glycolipid

0.3 7

0o LA

Degradation

GAG

e

GPI

O

0.2 A

0.1 -1

0.0 1O (= [

Q\%%&}‘N Q\@Qx“é&

X
\@\Q \yo& 6\‘0\‘(\“*0‘(\@4;0$°“\$@&$@@$@“

L 4

Lysosomal enzyme

24

r——
Sialidase

Locae ol cellam . [

S
o C‘é\ \@ @Nx W o ‘3‘&

Supplemental Figure 1 mRNA abundance relative to house keeping genes (Actb, B2m, Gapdh, and Hsp90ab1).
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Inhibitory role of a2,6-Sialylation in Adipogenesis

Supplemental Figure 2
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Log Fold change

Gene symbol Category Subcategory CON HFD (v.s. CON)
Stt3a N -glycan Early 0.2651 0.1867 -0.51
Stt3b N -glycan Early 0.2756 0.2481 -0.15
Uggtl N -glycan Early 0.0718 0.0227 -1.66
Uggt2 N -glycan Early 0.0024 0.0018 -0.45
Prkesh N -glycan Early 0.0460 0.0307 -0.58
Mogs N -glycan Early 0.0065 0.0043 -0.59
Ganab N -glycan Early 0.0578 0.0453 -0.35
Manlbl N -glycan Early 0.1264 0.0208 -2.60
Edem1 N -glycan Early 0.0386 0.1078 1.48
Edem2 N -glycan Early 0.0226 0.0184 -0.30
Edem3 N -glycan Early N.D. 0.0181 -
Manla N -glycan Golgi mannosidase 0.0956 0.0525 -0.86
Manla2 N -glycan Golgi mannosidase 0.0423 0.0126 -1.74
Manlcl N -glycan Golgi mannosidase 0.1440 0.0161 -3.16
Man2al N -glycan Golgi mannosidase 0.0263 0.0230 -0.19
Man2a2 N -glycan Golgi mannosidase 0.0254 0.0253 -0.01
Mgatl N -glycan Branch 0.0123 0.0178 0.54
Mgat2 N -glycan Branch 0.0081 0.0071 -0.20
Mgat3 N -glycan Branch 0.0004 0.0001 -1.71
Mgatda N -glycan Branch 0.0041 0.0071 0.78
Mgat4b N -glycan Branch 0.0228 0.0386 0.76
Mgat4c N -glycan Branch 0.0001 N.D. -
Mgat5 N -glycan Branch 0.0027 0.0054 1.02
Gnptab N -glycan Man6P 0.0231 0.0455 0.98
Gnptg N -glycan Man6P 0.0089 0.0183 1.04
Nagpa N -glycan Man6P 0.0060 0.0102 0.77
Galntl O -Glycan O-GalNAc 0.0366 0.0375 0.04
Galnt2 O -Glycan O -GalNAc 0.0488 0.0627 0.36
Galnt3 O -Glycan O-GalNAc 0.0296 0.0016 -4.19
Galnt4 O -Glycan O -GalNAc 0.0085 0.0108 0.35
Galnt5 O -Glycan O-GalNAc 0.0001 0.0001 0.20
Galnt6 O -Glycan O -GalNAc 0.0022 0.0033 0.58
Galnt7 O -Glycan O-GalNAc 0.0104 0.0036 -1.53
Galnt9 O -Glycan O -GalNAc 0.0008 0.0017 1.07
Galnt10 O -Glycan O-GalNAc N.D. N.D. -
Galnt11 O -Glycan O -GalNAc 0.0390 0.0121 -1.68
Galnt12 O -Glycan O-GalNAc 0.0182 0.0014 -3.66
Galnt13 O -Glycan O -GalNAc 0.0015 N.D. -
Galnt14 O -Glycan O-GalNAc 0.0057 0.0012 -2.20
Galnt15 O -Glycan O -GalNAc 0.0095 0.0161 0.76
Galnt16 O-Glycan O-GalNAc 0.0023 0.0038 0.72
Galntl6(T17) |[O-Glycan O -GalNAc 0.0033 0.0006 -2.53
Galnt18 O -Glycan O-GalNAc 0.0427 0.0080 -2.41
Galntl5(T19) [O-Glycan O -GalNAc 0.0071 0.0027 -1.41
Whscrl7 O -Glycan O-GalNAc 0.0011 0.0013 0.21
Clgaltl O -Glycan O -GalNAc 0.0177 0.0163 -0.12
Clgaltlcl O -Glycan Cosmc 0.0228 0.0315 0.46
PomT1 O -Glycan O -Mannose 0.0064 0.0064 0.01
PomT2 O -Glycan O -Mannose 0.0115 0.0110 -0.07
Pomgntl O -Glycan O -Mannose 0.0215 0.0181 -0.25
Pomgnt2 O -Glycan O -Mannose 0.0068 0.0069 0.04
B3galnt2 O -Glycan O -Mannose 0.0078 0.0038 -1.02
Mgat5h O -Glycan O -Mannose 0.0001 N.D. -

Supplemental Figure 2 mRNA abundance relative to house keeping genes (Actb, B2m, Gapdh, and Hsp90ab1).
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Supplemental Figure 2 mRNA abundance relative to house keeping genes (Actb, B2m, Gapdh, and Hsp90ab1).
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Supplemental Figure 2 mRNA abundance relative to house keeping genes (Actb, B2m, Gapdh, and Hsp90ab1). Fig. 1B

shows down-regulated glycosyltransferases in HFD mice compared with CON mice, with mRNA abundance being greater than
0.1 in VATs of CON mice.

Supplemental Figure 2 mRNA abundance relative to house keeping genes (Actb, B2m, Gapdh, and Hsp90ab1).

Kaburagi T. et al.

page 3



Inhibitory role of a2,6-Sialylation in Adipogenesis
Kaburagi T. et al.

Supplemental Figure 3
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Supplemental Figure 3 Highly expressed glycosyltransferase and related enzyme genes in
VATs of CON mice (> 0.1 relative to housekeeping genes; average of Actb, B2m, Gapdh,
and Hsp90ab1).
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Max Missed Cleavages 1
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Protein hits SPA3K_MOUSE Serine protease inhibitor A3K 0S=Mus musculus GN=Serpina3k PE=1 SV=2

ITIH4 MOUSE Inter alpha-trypsin inhibitor, heavy chain 4 0S=Mus musculus GN=Itih4 PE=1 SV=2
K1C10 MOUSE Keratin, type I cytoskeletal 10 0S=Mus musculus GN=Krtl0 PE=1 SV=3

K2C75_MOUSE Keratin, type II cytoskeletal 75 0S=Mus musculus GN=Krt75 PE=1 SV=1
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10.

K1C10_ MOUSE Mass: 57906 Score: 125 Matches: 2(2) Sequences: 2(2) emPAI: 0.12
Keratin, type I cytoskeletal 10 OS=Mus musculus GN=Krtl0 PE=1 SV=3
Query Observed Mr (expt) Mr (calc) Delta Miss Score Expect Rank Unique Peptide

1525 545.9040 1089.7935 1089.5237 0.2699 0 45 0.0051 1 U R.VTMQONLNDR.L
1978 691.4297 1380.8448 1380.6408 0.2040 0 83 6e-007 1 U R.ALEESNYELEGK.I
K2C75_MOUSE Mass: 59932 Score: 119 Matches: 2(2) Sequences: 2(2) emPAI: 0.12
Keratin, type II cytoskeletal 75 0S=Mus musculus GN=Krt75 PE=1 SV=1
Query Observed Mr (expt) Mr (calc) Delta Miss Score Expect Rank Unique Peptide
1845 652.2750 1302.5354 1301.7078 0.8275 0 71 9.1e-006 1 U R.SLDLDSIIAEVK.A
2130 738.6626 1475.3106 1475.7984 -0.4877 1 50 0.0011 2 U R.FLEQONKVLETK.W
ITBl MOUSE Mass: 91424 Score: 115 Matches: 2(2) Sequences: 2(2) emPAI: 0.08

Integrin beta-1 0S=Mus musculus GN=Itgbl PE=1 SV=1
Query Observed Mr (expt) Mr (calc) Delta Miss Score Expect Rank Unique Peptide

1444 508.4224 1014.8302 1014.5710 0.2592 0 63 8.2e-005 1 U K.SAVTTVVNPK.Y
1584 570.8734 1139.7323 1139.5095 0.2228 0 52 0.00078 1 U R.DNTNEIYSGK.F
MUC18 MOUSE Mass: 72470 Score: 96 Matches: 2(2) Sequences: 2(2) emPAI: 0.10

Cell surface glycoprotein MUC18 0S=Mus musculus GN=Mcam PE=1 SV=1
Query Observed Mr (expt) Mr (calc) Delta Miss Score Expect Rank Unique Peptide

1543 555.8283 1109.6419 1108.6353 1.0067 0 50 0.0012 1 U K.GPVLQLNNVR.R
3029 649.2312 1944.6718 1944.0065 0.6653 0 46 0.0019 1 U K.APEEPTIQANVVGIHVDR.Q
K2C1B_MOUSE Mass: 61379 Score: 72 Matches: 2(2) Sequences: 1(1) emPAI: 0.06

Keratin, type II cytoskeletal 1b 0S=Mus musculus GN=Krt77 PE=1 SV=1

Query Observed Mr (expt) Mr (calc) Delta Miss Score Expect Rank Unique Peptide
2130 738.6626 1475.3106 1474.7780 0.5327 0 72 7.9e-006 1 U R.FLEQONQVLQTK.W 2129

Proteins matching the same set of peptides:

K2C1l MOUSE Mass: 66079 Score: 72 Matches: 2(2) Sequences: 1(1)
Keratin, type II cytoskeletal 1 0S=Mus musculus GN=Krtl PE=1 SV=4

K2C71 MOUSE Mass: 57860 Score: 72 Matches: 2(2) Sequences: 1(1)
Keratin, type II cytoskeletal 71 0S=Mus musculus GN=Krt71] PE=1 SV=1

K2C73 MOUSE Mass: 59502 Score: 72 Matches: 2(2) Sequences: 1(1)
Keratin, type II cytoskeletal 73 0S=Mus musculus GN=Krt73 PE=1 SV=1

K2C74 MOUSE Mass: 55340 Score: 72 Matches: 2(2) Sequences: 1(1)

Keratin, type II cytoskeletal 74 0OS=Mus musculus GN=Krt74 PE=3 SV=1

A2M MOUSE Mass: 167116 Score: 40 Matches: 1(1) Sequences: 1(1) emPAI: 0.02
Alpha-2-macroglobulin OS=Mus musculus GN=A2m PE=1 SV=3
Query Observed Mr (expt) Mr (calc) Delta Miss Score Expect Rank Unique Peptide

2038 706.5985 1411.1825 1411.7500 -0.5675 0 40 0.01 1 U K.TVOGAFFGVPVYK.D
K2C8 MOUSE Mass: 54531 Score: 35 Matches: 1(1) Sequences: 1(1) emPAI: 0.06

Keratin, type II cytoskeletal 8 0S=Mus musculus GN=Krt8 PE=1 SV=4

Query Observed Mr (expt) Mr (calc) Delta Miss Score Expect Rank Unique Peptide
1987 692.6489 1383.2833 1382.7194 0.5639 1 35 0.041 1 U K.SLNNKFASFIDK.V

CAD13 MOUSE Mass: 78536 Score: 34 Matches: 1(1) Sequences: 1(1) emPAI: 0.04
Cadherin-13 0S=Mus musculus GN=Cdhl3 PE=1 SV=2

Query Observed Mr (expt) Mr (calc) Delta Miss Score Expect Rank Unique Peptide
1591 573.1916 1144.3687 1143.6248 0.7440 0o 34 0.049 1 V) K.VNSDGTLVALR.N
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