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Table S1. PLMVd primers for RT-PCR, and sets of PLMVd primers and probes for TaqMan rtRT-PCR   

Primersa Sequence (5’→ 3’) Positionsb Use 

RF43 (c) CTGGATCACACCCCCCTCGGAACCAACCGCT 207-177 RT-PCR 

RF44 (i) TGTGATCCAGGTACCGCCGTAGAAACT 198-224 RT-PCR 

RF1251 (c) GGACCGGGTTTGAATCCCGGG 260-240 RT-PCR  

RF1252 (i) CCCTCAGAGGTGACTCTGAGTGAAAGG 261-287 RT-PCR 

RF1332 (c) TCCAGTTTCTACGGCGGTACC 227-207 RT-PCR 

RF1333 (i) TTACGACGTCTACCCGGGATTC 228-249 RT-PCR 

    

Primers and 
probesa Sequence (5´→3´) Positionsb Use 

RP1 (c) ACGGCGGTACCTGGATCA 217-200 rtRT-PCR (reverse primer) 

FP1 (i) TGAGGTAAGGTGGGACTTTTCC 144-165 rtRT-PCR (forward primer) 

P1 (i) CAAGCGGTTGGTTCCGAGGG 175-194 rtRT-PCR (probe) 

    

RP1 (c) ACGGCGGTACCTGGATCA 217-200 rtRT-PCR (reverse primer) 

FP1 (i) TGAGGTAAGGTGGGACTTTTCC 144-165 rtRT-PCR (forward primer) 

P2 (i) TGAGCGGTCGAACCCAGGGG 175-194 rtRT-PCR (probe) 

    

RP2 (c) GGGACCGGGWTTGAAT 261-246 rtRT-PCR (reverse primer) 

FP2 (i) CAATGASGTAAGGTGGGACT 141-160 rtRT-PCR (forward primer) 

P3 (i) GGTACCGCCGTAGAAACTGGGTTACG 207-232 rtRT-PCR (probe) 
a(c), complementary; (i), identical 
bNumbering refers to PLMVd reference variant   
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