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Supplementary Figure 1.  

a-b. MeCP2 expression in cultured mouse cortical neurons infected with lentivirus 

expressing shRNA targeting either mouse Mecp2 or scrambled sequence at mRNA (a) 

and protein level (b).  

c. Genes containing exons identified by both ASD and DEXseq software in mouse 

cortical neurons. 

 

 

Supplementary Figure 2. Genomic location of MeCP2, Pol II, H3K4me3  
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A. Average diagram of MeCP2 ChIP-Seq data2 in exons which were upregulated, 

downregulated or unchanged in MeCP2-knockdown neurons. 

B. Average diagram of Pol II ChIP-Seq data2 in exons which were upregulated, 

downregulated or unchanged in MeCP2-knockdown neurons.  

C. Average diagram of H3K4me3 ChIP-Seq data2 in exons which were upregulated, 

downregulated or unchanged in MeCP2-knockdown neurons. 

D. Average diagram of H3K4me3 ChIP-Seq data3 in exons which were upregulated, 

downregulated or unchanged in MeCP2-knockdown neurons. 

 

Supplementary Figure 3  

a. Histogram and radar chart for GO analysis of the genes containing MeCP2-regulated 

exons identified in rat cortex.  

b. Functional annotations of MeCP2-binding proteins identified in 293T cells by Ni-

NTA purification strategy. 

 

Supplementary Table 1 RNA splicing changes in Mecp2-null rat hippocampus as 

compared to wild-type rat analyzed by DEXseq software.  

 

Supplementary Table 2 RNA splicing changes in Mecp2-knockdown mouse 

cultured cortex neurons as compared to wild-type neurons analyzed by ASD 

software. 

 

Supplementary Table 3 RNA splicing changes in Mecp2-null rat hippocampus as 

compared to wild-type rat analyzed by ASD software. 

 

Supplementary Table 4 Overlap between genes containing MeCP2-regulated 

exons and different gene lists 

The numbers in Gene number line means protein number in database (number of genes 

encoding related proteins identified in RNA-seq data) 









	

	
Supplementary Table 4. Overlap between genes containing MeCP2-regulated 

exons and different gene lists 

Gene list 
Gene 

number 
overlap 

Odd 
ratio 

P-value 

Postsynaptic 
proteome 

1080 
(974) 

163 2.87 0 

NMDAR 
complex 

186(172) 36 3.31 1.13e-8 

mGluR5 
complex 

52(49) 16 5.11 1.195e-6 

AMPAR 
complex 

9(6) 1 2.58 0.355 

synaptome 152(144) 35 3.85 6.40e-10 

Presynaptic 
proteome 

393(304) 54 2.84 5.32e-10 

SFARI 
AUTISM 

616(513) 64 1.99 2.21e-6 
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