
Supplementary Figure S5. Expression levels of 24 genes containing or close to



trait-associated markers identified previously or detected in both years in
shiitake strain L54. Data here are from our unpublished RNA-seq data. Gene
expression levels were normalized by RPKM (reads per kilo base per million mapped
reads). M: Mycelium incubated in 12 hours light/12 hours dark; P: Primordium; Y:
Young fruiting body; MB: Mature fruiting body before sporulation; MS: Mature
fruiting body during sporulation; MA: Mature fruiting body after sporulation. * Genes
with a >2-fold expression change between M and P stages.


