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Supplementary Table 1. Primers used for gRT-PCR

GenBank accession

GenBank

Gene Primer Primer sequences Gene . Primer Primer sequences
no. accession no.
Forward 5'- GACCCTTTGCTTTCCCCAAA Forward |[5'- ACATGACCCAGGACCATGTGA
CD19 NM_009844 CD74 NM_001042605
Reverse 5'- CTTCCCTTCCTATCCCACACAA Reverse |5'- CTGGGAAGGTCCCCTTCAG
Forward 5'- CTCTGTGAACTCGTCTGCTCTCA Forward |ATACAGAGTTCGTTATCTAGCCAAGGA
CDb72 NM_007654 CD36 NM_007643
Reverse 5'- ACGAGAAGGCCAAGCAAGAA Reverse |CCATTGGGCTGTACAAAAGACA
Forward 5'- ACATGACCCAGGACCATGTGA Forward |5'-TACTGCAGGCATCGGCAAA
CD74 NM_001042605 CD31
Reverse 5'- CTGGGAAGGTCCCCTTCAG Reverse [5'-ATACTGGGCTTCGAGAGCATTT
Forward 5'- GCCTCTCCTCCTCTTCTTGTCAT Forward |5'-GAACTCAACGGGAGGGTAACC
CD79A NM_007655 ARG-1 NM_007482.2
Reverse 5'- AAGTTCACCGTCAGGGATGGT Reverse |5'-TTTTCATGTGGCGCATTCAC
Forward 5'- CTGGGATGGAGGAAGATCACA Forward |5'-GCCTATTATCTATACCCTCCAGCACATC
CD798 NM_008339 F4/80 NM_153100.1
Reverse 5'- TGTCCGAAGAGTCACTATGTCTTCA Reverse |5'-TCCATCTCCCATCCTCCACATCAG
Forward 5'- AGCCCCTGGAACACCACAA Forward |[5'- ATGCGGCTCCCTGTGTGT
HLA-DRB1 NM_010382 CD68 NM_009853
Reverse 5'- TCCGGAACCATCTGACTTCAA Reverse |5'- GGCCTTTTTGTGAGGACAGTCT
Forward 5'- CATGGGCGAGTGCTACTTCA Forward |5'-TTGGAGATGACATGTGGCTTCTAA
HLA-DQB1 NM_207105 CD64 NM_010186
Reverse 5'- ACGTACTCCTCCCGGTTGTAGA Reverse |5'-CAGCCTTGGTGGCATTAACC
Forward 5'- GGTGTCCCTGCGTGTGATG Forward |5'-GCTCAAC CCTGCGAACA
CITA NM_001243760 CD14 NM_009841.3
Reverse 5'- GTTTCCACCTGAGGGCACTTC Reverse |5'-TCGCCCAATTCAGGATTGTC
Forward 5'- GCGATGAGGTGTGGCTATCA Forward |5'- TGGCAGTGTCCTGGTGACA
c1QC NM_007574 C1QA NM_007572
Reverse 5'- GGAAACCAGAGAAGACGCTGTT Reverse |5'- GGTCCGATCAAACTGGATGCT
Forward 5'- GCTCAGCTGGGCTACAAGATG Forward |[5'- TCGCTTCGAAAAGGTGATCA
CHST1 NM_023850 C1QB NM_009777
Reverse 5'- GGAAGTCACGCTCCTCCACTA Reverse |5'- AGGCCAGGCACCTTGCA
Forward 5'- CGATCCATTCCCCATAACGA Forward |5'- ACAGGCAACCGCAGTGAAGT
IL7R NM_008372 HLA-DOB-H2-0OB NM_010389
Reverse 5'- GGGTTCTGGAGTTTCGAAGGT Reverse |5'- TTGTGTTTTGACCTGAGCAAGTG
Forward 5'- CTGATCTGCTGTGGCCATCA Forward |5'- GCGATGAGGTGTGGCTATCA
HLA-A NM_010391 c1QC NM_007574
Reverse 5'- TCCCCTCTTTTTCTACCTGTGTTT Reverse |5'- GGAAACCAGAGAAGACGCTGTT
Forward 5'- GGTTCATCTCTGTCGGCTACGT Forward |5'- ACACTCGCTGCGGTATTTCC
HLA-B NM_008199 HLA-B-H2-Q6 NM_207648
Reverse 5'- GCGGCTCAGATCTCGGATT Reverse |5'- TCCACGTAGCCGACGATAATG
Forward 5'- ACAGGCAACCGCAGTGAAGT Forward |5'- CATGGGCGAGTGCTACTTCA
HLA-DOB-H2-OB NM_010389 HLA-DQB1 NM_207105
Reverse 5'- TTGTGTTTTGACCTGAGCAAGTG Reverse |5'- ACGTACTCCTCCCGGTTGTAGA
Forward 5'- ACACTCGCTGCGGTATTTCC Forward |5'- AGCCCTCAGTTCTCTTTAGACAACA
HLA-B-H2-Q6 NM_207648 HLA-A-H2-Q7 NM_001198560
Reverse 5'- TCCACGTAGCCGACGATAATG Reverse |5'- GCTGGGCTCCACAGTTCCT
Forward 5'- AGCCCTCAGTTCTCTTTAGACAACA Forward |5'- AGCCCCTGGAACACCACAA
HLA-A-H2-Q7 NM_001198560 HLA-DRB1 NM_010382
Reverse 5'- GCTGGGCTCCACAGTTCCT Reverse |5'- TCCGGAACCATCTGACTTCAA
Forward 5'- GAAAGCACGCCCAGTCACAT Forward |5'- GGTTCATCTCTGTCGGCTACGT
POU2AF1 NM_011136 HLA-B NM_008199
Reverse 5'- GAGCATGGCTTGTGACAGGAT Reverse |5'- GCGGCTCAGATCTCGGATT
Forward 5'- CGCAAGCGCATGACGTATC Forward |5'- CTGATCTGCTGTGGCCATCA
SPIB NM_019866 HLA-A NM_010391
Reverse 5'- GCGTTTGACCTTGCGGATT Reverse |5'- TCCCCTCTTTTTCTACCTGTGTTT
Forward 5'- CGCCACAAAGACTGAGAAGGA Forward |5'- TTCCACAGCTTCCCATTTAATTC
CD22 NM_001043317 BLNK NM_008528
Reverse 5'- CTATTCTGTTCCCCAGAAATGTTACTC Reverse [5'- ACAGGCGCCAGCATACCA
Forward 5'- TTCAGAAGGAGTCCAGCAAGAGT Forward |5'- CCCTTCGGAGCTTCCATGAT
Tnfrsf13c NM_028075 MAPK13 NM_011950
Reverse 5'- CAGGCCCCCAGGAGATG Reverse |5'- TGAATTCCATCCCCATGATCTT
Forward 5'- GAGCCAGCGCACCTGTACA Forward |5'- CGACTTCAGCGCCTACATTG
Tnfrsf13b NM_021349 CEBPD NM_007679
Reverse 5'- CAGGCCCCCAGGAGATG Reverse |5'- TGAAGAGGTCGGCGAAGAGT
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