
Supplementary	figure	3:	Representative	tumours from	the	non-responsive	(square),	
responsive	(circle)	and	untreated	(cross)	group	at	each	time	period,	were	subjected	to	
microarray	transcriptomic analysis.	Graphs	showing	individual	tumour growth	data	
points	and	mean	tumour size	of	the	selected	tumours over	the	period	of	the	
experiment.	N-numbers	for	each	experiment	are	shown.	
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