—> <+
FL-PDYN | AG  [eT cG| [dA TG| |aT [ ]

ASP-PDYN 1] TCTG AT | |

ASPINLS- 1 TR ]
PDYN N V

[ ] Exon B Alternative intron

] Protein coding region Dynorphins

Figure S1. The localization of primers used for the cDNA synthesis and for measurements of total
PDYN transcripts and ASP-PDYN isoform. Total PDYN transcripts are detected using primers
overlapping the most abundant exon 3-4 junction (green arrows). Selective ASP-PDYN detection is
achieved with primers overlapping the novel exon 1-3 junction (violet arrows). cDNA synthesis was
performed using a primer targeting sequence absent in ASP/NLS-PDYN (orange arrow), thus this
isoform was omitted from gRT-PCR analysis. Splice sites are shown within exons. For specific
primer sequences, see Table 2.
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