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A
Upregulated genes 
(shSmyd5 vs shLuc ESC,
1.5 FC, FDR<0.05)

shSmyd5 vs shLuc ESC 
(1.5 FC, FDR<0.05)
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Node Name P-value

NK_CELLS 1.30E-06

ESC_V26_2_P16 2.98E-05

THYMOCYTE_DP_CD4 CD8 1.15E-04

ESC_BRUCE4_P13 9.92E-04

B-CELLS_GL7NEGATIVE_ALUM 3.98E-03

NEURO2A 6.57E-03

MEGA_ERYTHROCYTE_PROG. 6.40E-03

FOLLICULAR_B-CELLS 1.57E-02

SKELETAL_MUSCLE 1.48E-02

MIMCD-3 1.30E-02
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