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Protein arginine methyltransferase 1 is a novel regulator of
MYCN in neuroblastoma

Supplementary Materials

A Tumor Neuroblastoma - Kocak - 649 Pl C | B Tumor Neuroblastoma - Kocak - 649 am
custom - ag44kcwolf custom - agd4kcwolf
PRMT1 (UKv4_A_23_P39088) NG_stage vs PRMT1 (UKv4_A_23_P39088)
Expression cutoff: 10429.6 (min.grp=8) 15.0 .
1.00 subset: WITH_SURV *%
high (n=110) 14.5 i
0.90 low (n=366) - - -
20.80 S 1401 T
Qo
g0.70 % E 135
20.60
&0 1\ S 130 —
So050 e o L
£0.40 £ 125
3 0.30 120 1 | L -
£0.20 -
0.10 raw p 2.9e-18 1S5 » » » » »
bonf p 1.3e-15 —_ —_ —_ —_ —_
0.00 - N w S %
S ® & 3 8 3 £ 3 g 2 = 3 B3 8 2
o N o I pury - = ~
Follow up in months »® @ s ) X
Tumor NeuroblastoTﬁ s'ocak 649 %
MYCN (UKv4_A_24_P94 402)vsPRMT1 (UKv4_A 23 P39088)
transform_2log R=0.511 26.1% Explained p=1.7¢
18 115.0
=
o
>
=
S
o
o
~N
Samples ordered by MYCN
age
myecn

Supplementary Figure S1: PRMTI mRNA expression as a significant independent prognostic marker in primary
neuroblastomas. (A) High PRMTI expression is prognostic for poor survival and aggressive behavior in neuroblastoma patients.
Kaplan-Meier analysis of overall survival for the Kocak dataset. The graph was downloaded from R2 microarray analysis and visualization
platform (http://r2.amc.nl). Patients with higher PRMT1 expression are highlighted in blue, whereas patients with lower PRMT1 expression
are highlighted in red. The log-rank test P values are indicated. (B) Box plot of PRMTI expression levels in stage (ST) 1-4S tumors.
One-way analysis of variance (ANOVA), **P < 0.01. (C) YY plot showing the correlation of MYCN (red) and PRMTI (blue) mRNA
levels in neuroblastoma tumor series Kocak dataset. Below the graph tracks for age, MYCN amplification, and International Neuroblastoma
Staging System stages are shown.



