Figure S3
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Term Fold Enrichment FDR
Regulation of transcription, DNA-dependent 2.113856655 9.25E-04
Regulation of RNA metabolic process 2.081182796 0.00145732
Regulation of transcription from RNA polymerase | 2564935065 0.06494612
promoter ’ ’
Regulation of transcription 1.645981141 0.14408229
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