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Supplementary Figure 1 

 

 

                              

 

Supplementary Figure 1. Supernatants from CD177neg and CD177mix neutrophils show similar 

PR3 amounts and activity. Neutrophils were sorted into CD177
mix

 and CD177
neg

 subsets and treated 

either with buffer on ice (resting), with 10 ng/ml TNF (TNF) or with cytochalasin B/10-7 M fMLF 

(fMLF) at 37°C (n=5). The CD177
presort

 sample is the initial neutrophil preparation that did not go 

through cell sorting. After 30 min., cell-free supernatants (cfSN) were generated and (a) the PR3 
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activity was assessed by FRET assay, (b) the PR3 amount by ELISA, (c) the specific activity of PR3 

was calculated from both values. cfSN were assessed by immunoblotting for the presence of (d) PR3 

and (e) CD177 to explain the difference in PR3 specific activity between the two different stimuli. 

While fMLF results in a > 6-fold increase in the pool abundance of PR3 there is no correspondingly 

large CD177 increase. Either CD177 does not bind PR3 in these supernatants or its binding is 

saturated due to a large excess of PR3, accounting for the greater specific activity measured for this 

pool. Numbers to the left of the blots in d and e indicate molecular weights.    


