
 

  

 

 

 

 

 

 

 

 

Supplementary Information 5: Temporal phylogeny and maximum likelihood clusters C1 to C20 generated by mclust v4 software. Like in figure 

4, the phylogenetic tree illustrates how the collection of isolates has evolved over time with continents coloured accordingly and sub-lineage 

depicted accordingly. The heat map on this figure splits the collection of 277 isolates into 20 possible clusters based on maximum likelihood 

generated by mclust software. Cluster 2 (C2) was selected as the best fit based on epidemiological, genetic and temporal data associated with the 

isolates. 
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