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Figure S1, related to Figure 1
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Figure S2, related to Figure 2



F

0

20

40

60

80

100

R
el

at
iv

e 
in

te
ns

ity
 (%

)

serine

0

20

40

60

80

100

R
el

at
iv

e 
in

te
ns

ity
 (%

)

phosphoserine
G H

m
m+3

3-phosphoglycerate 3-p-hydroxypyruvate

serine phosphoserine

NAD+ NADH

Glu

α-Kg

glycolysis

U-13C6 glucose

Time (hr)
0 24

Time (hr)
0 24

NAD

0 4 9 16 24
Time (hr)

m
m+1
m+2
m+3
m+4

NADH

0 4 9 16 24
Time (hr)

NADPH

0 4 9 16 24
Time (hr)

A B
AMP

0 4 9 16 24
Time (hr)

0 4 9 16 24
Time (hr)

dGMP

0R
el

at
iv

e 
in

te
ns

ity
 (%

)

20
40
60
80

100

R
el

at
iv

e 
in

te
ns

ity
 (%

)

20
40
60
80

100

0

C

R
el

at
iv

e 
in

te
ns

ity
 (%

)

20
40
60
80

100

0

E

R
el

at
iv

e 
in

te
ns

ity
 (%

)

20
40
60
80

100

0

D

R
el

at
iv

e 
in

te
ns

ity
 (%

)

20
40
60
80

100

0

N-carbamoyl-L-aspartate

UDP-N-acetyl-glucosamine
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