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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6

Fps1 Ste20 Pbs2 Ost1
NubG Nubl NubG Nubl NubG Nubl NubG Nubl
- R OO B DX DX B OOl 0
-wu
Al e cJoe] Jeojoecfoe] Joo
-WUAH



Supplementary Figure 7
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Supplementary Table 1

Sho1 MYTH interactor |GO Cellular Function Confirmed through BiFC|Confirmed through co-IP|Reference
Aim1 Other functions - not attempted This study
Cad1 Nuclear functions - + This study
Cdc19 Gluconeogenesis/glycolysis + poor expression This study
Chs3 Cell wall organization not attempted not attempted [1]

Cwp2 Cell wall organization + - This study
Dan4 Cell wall organization - + This study
Dcw1 Cell wall organization + not attempted This study
Dia1 Other functions + This study
Ena1 Transport - poor expression This study
Ena2 Transport + + This study
Enab5 Transport + - This study
Ent4 Endocytosis + + This study
Fba1 Gluconeogenesis/glycolysis + poor expression This study
Flo1 Cell wall organization - + This study
Flo5 Cell wall organization - + This study
Fps1 Transport + + This study
Gex1 Transport not attempted not attempted

GIn1 Amino acid biosynthesis + - This study
Gly1 Amino acid biosynthesis + + This study
Gnd1 Other functions + + This study
Hsp150 Cell wall organization - + This study
Las17 Endocytosis not attempted not attempted [2]

Lys21 Amino acid biosynthesis + + This study
Msb2 HOG pathway not attempted not attempted [3]

Pbs2 HOG pathway not attempted not attempted [4]

Pfk1 Gluconeogenesis/glycolysis + - This study
Pgk1 Gluconeogenesis/glycolysis + poor expression This study
Pmp3 Transport + + This study
Pro3 Amino acid biosynthesis + not attempted This study
Puf2 Nuclear functions + + This study
Rho1 Cell wall organization not attempted not attempted

Sed1 Cell wall organization + + This study
Siz1 Post-translational modifications - + This study
Ste11 HOG pathway not attempted not attempted [5]

Ste50 HOG pathway not attempted not attempted [6]

Tdh3 Gluconeogenesis/glycolysis + + This study

Actin filament/cytoskeletal
Tor2 organization - + [7]
Actin filament/cytoskeletal

Tpm2 organization + - This study
Ubi4 Post-translational modifications not attempted not attempted [8]

Wsc2 Cell wall organization + - [9]

Yck2 Endocytosis + - This study
YDRO008C Unknown - poor expression This study
YER134C Other functions + + This study
YER135C Unknown - + This study
YHL048C-A Unknown not attempted not attempted

YLR154C-G Unknown not attempted not attempted

YLR154W-B Unknown not attempted not attempted

YLR198C Unknown not attempted not attempted

Yta7 Nuclear functions - - This study
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