SUPPLEMENTAL FIGURES 1 to 7



==

A GATT|ICCTTACTATT CTC|GCTSGAT?®=

=
b=
b=

GGAATGATA AGG G|IC GACTA AT

g »C
A G A TfC C T T A T C C|G C G A 5]
A A|lG G A A T G G|IC G A C A C
2
7 4

Kuo\ko

A GA TTTCZC T C C GCTGAT=
T C T A A GG G GCGACTA AT
Polymerases U \ Polymerases

Ligase
Nuclease Nuclease

l

A GATTCCTTA AT

Q
(@]

G C T G

>
q

T CTAAGGAATAGGICGATC

=
g
(@

AGATT|[cCcCTTAggcTCC|[GCTGA T

T CTAAIGGAATo ccgAOGG G|ICGACTAT

A GATTICCCIGCTGATT®S

T CTAA|G G G|C GACTATC

A GATTICCTTA ASQGCT CTC|GCT

()]
g
q

T CTAA|IGGAATUGQgAG GG G|CGA

Q
M
>
qd

Suppl. Fig. 1



Balanced translocations provide a window within
which initial breakage occurred

)

cactaaacagctagccaagggggcggcactcccagcattgcatacagcec

initial double-strand breakage

aaacagctagccaagggggc ggcactcccagcattgcata

Suppl. Fig. 2A



Balanced translocations provide a window within
which initial breakage occurred

)

cactaaacagctagccaagggggcggcactcccagcattgcatacagcec

initial double-strand breakage

—>
aaacagctagccaaggggg ggcactcccagcattgcata
—

Nuclease resection

Suppl. Fig. 2B



Balanced translocations provide a window within
which initial breakage occurred

)

cactaaacagctagccaagggggcggcactcccagcattgcatacagcec

initial double-strand breakage
—>
aaacagctagccaagggggE::> <:;Bcactcccagcattgcata
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Nuclease resection

aaacagctagccaag actcccagcattgcata

Suppl. Fig. 2C



Balanced translocations provide a window within
which initial breakage occurred

cactaaacagctagccaagggggcggdactcccagcattgcatacagce

aaacagctagccaa

aaacagctagccaag

Suppl. Fig. 2D
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CG and wGCw pack C’s close together on anti-parallel strands
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Pathways by Which AID-Induced T:G Mismatches Lead to DSBs
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