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Suppl. Fig. 1 



Balanced translocations provide a window within 
which initial breakage occurred 

cactaaacagctagccaagggggcggcactcccagcattgcatacagc 

aaacagctagccaagggggc         ggcactcccagcattgcata 

initial double-strand breakage 

Suppl. Fig. 2A 



Balanced translocations provide a window within 
which initial breakage occurred 

cactaaacagctagccaagggggcggcactcccagcattgcatacagc 

aaacagctagccaagggggc         ggcactcccagcattgcata 

Nuclease resection 

initial double-strand breakage 

Suppl. Fig. 2B 



Balanced translocations provide a window within 
which initial breakage occurred 

cactaaacagctagccaagggggcggcactcccagcattgcatacagc 

aaacagctagccaagggggc         ggcactcccagcattgcata 

 
Nuclease resection 

aaacagctagccaag                   actcccagcattgcata 

initial double-strand breakage 

Suppl. Fig. 2C 



Balanced translocations provide a window within 
which initial breakage occurred 

cactaaacagctagccaagggggcggcactcccagcattgcatacagc 

aaacagctagccaagggggc         ggcactcccagcattgcata 

aaacagctagccaag                  actcccagcattgcata 

Suppl. Fig. 2D 
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Suppl. Fig. 6 

Pathways by Which AID-Induced T:G Mismatches Lead to DSBs 



Suppl. Fig. 7 


