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-350 catggctgccgaaccccaaccccaacaaatcgtatgtteggtccattttttttcatecttattattattt
-280 ttctattgtccctgtgtgattgatcttgtgctctgaatttccttgaacttcagggtttgaattttgattg
-210 aatttcctgaacgagatgatttcatttctatcagttgtttatttacgctttgatttttaattgatttttt
-140 cagaacgagagagctatactcttagtgtcttgtttattttgtttagggttcgaactcgattgaattttca
-70 ggacgacagagtattctactctccatgcttagtttgtctatagtttaatttgattcaatttttaggatga
+1 AGAATATTGTTTTAATTTTGTGTGTGTTGTTTGAATAGGTTTTGAATTTTATTGAATTTTAAAG

141 PGAGCAAGAACTCAAGTACCTTGAATTCGTGCAATTCGCAACTCTTCAGGCTCTCATGCGTTGCGCCATC

211 pTCTACTCTTACGCCAAGGAACGCGCCGGTCCTCTGNAGCCCGGCGTTAACACAGTGGAGGACGCCGTGA

281 AGACCGTGGTGGCTCCGGTGTACGACAGGTTCCATCTCGTCCCCGTCGAGCTCCTCAAATACGCCGATCG
351 CAAGGTCGGCGAGTTGGACCGCCACGTTCCCTCCAACGTGAAGAAGGTCTCCTCCCAGGCCCGTTCCGTC
421 GTCTCCGAAGTCCGCCGCGACGGCGTCTCCACCTTCGCCAAAACCGTTTACTCCAAGTACGAGCCCACGG
491 CGGAGCAGTGCGCCGTGTCCGCGTGGCGGAAGCTGAACCAGCTTCCGCTCTTCCCTCAGGTGGCCAATGC
561 CGTGTTGCCAAAGGCTGCTTACTGCACGGAGAAGTACAACGAGGTTATTGTTTCCTCTGCTGAGAAAGGT
631 TATAGGGTTTCTGCTTATCTTCCTTTGGTGCCCACTGAAAAGATCGCCAAAGTCTTCAGTGGAAATTGAT

701 CTCGCTTTGTTCCTCTTTTTTTCCAATTTCTTTTCTTTTTTTGCTTTACATACAAAGTTGTTGCTATTGT
771 TAGTCTCTGTGTTGGGTATTATTTGATAATGTGAATGATCTGTTCTGTGTTTCTTATATATATATAATAC
841 ACAGTGATATTAAATAAATGTGGCAGTTTTGTTACTTT

Figure S1. Schematic representation of PvMTF-1 gene located within the PvSR2 locus.

(A) PvSR2 contains two transcription start sites (TSSs), i.e. the upstream TSS and the intronic TSS.
By the use of the intronic TSS, PvSR2 generates a short PvSR2 transcript (S-PvSR2). S-PvSR2
excludes the first exon and contains a 126-nt alternative intron fragment as an alternative first exon
(AEL). This transcript encodes PvMTF-1 transcription factor. In this study, we used 397 bp-sized
PvSR2 genomic sequences between the upstream TSS and the intronic TSS as the PvMTF-1
promoter. (B) The nucleotide sequence (-397/+878) of the PvMTF-1. The PvMTF-1 promoter
(lowercase letters) is composed of exon 1 (78 bp, blue letters) and a part of the intron (319 bp, red

letters). The intronic TSS is denoted +1. The coding region of PYMTF-1 is boxed.



