A -684 GCGAATTCAGCCCCCTCCTTCCTTTCTCTGGTCAAAGGCTAGACTTGCAGGAGCTTGC
NF-kB binding site -621
-628 GTTTGAA GGGACAGCCC GAAGGCATCGTCTGCACTCCCCATACAGGTACTTCTGGGT
-572 CTGTGGGACTGGCGCAGGGTTCTTCTCCCAAAGCTGCCAGCACTGAGGCTGAGGCAG
-515 TGTCAGGCCGGCGGCAGCGGCAGTGGTGCAATCGTTCTGGGAAGCGATAGAGGCCG
NF-kB binding site -420

-459 GCCTGAATTCTCTGTGGCAAGGGAGGGGAGCCCAAGTGGGAGGCCCCIITGGGGACA
-403 CCGAGGACCAGGTCCGCTACTGCTCCTCCCCCAGGAGGTCCCCTAGGGGCTACATTG

-347 GCTGGCAGGGGCTGAGCAGCGGTGAGCCTGGCTGGCTTCGACCCGGGGCGACTCC
-291 GGGCATCCGGGACAGCTTCTCCTCGCTGCCACCTCGGCCAGTCAGACCCCGAGACAC
-234 CTGTCACTACCCCCTCAGCCTTCCCAAGCCAGGAGCCTGGGAGTCCGGCTCTGGCCT
-178 ACCTCCGGCAGCGCTCCTAGGCGCAGCTCCCGGGCTGGCGGCGCCGGGGCCCGCC
-122 CCCTAGGGCTGCGGCGCGCGGGGCGGGGGCTGGGGGCTGCGCGGGGCGGGGCGG
-66 GCCCGGGCGCTCCGGGCCCCCTCCCCCGCCCCCCTGACGTCAGCCCCCGGCAGCCT
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Supplementary information, Figure S1 (A) The CD146 promoter sequence with NF-kB
binding sites boxed in red. (B) Schematic overview of mutant constructs of NF-xB binding

sites is shown.



