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Figure S7 Chromatin accessibility at annotated elements and repetitive elements
in mouse.

(A) The relative enrichment analysis of the chromatin accessibility of the genomic
regions in mouse. (B) The chromatin accessibility of the high-density CPG promoter
(HCP), intermediate-density CpG promoter (ICP), low-density CpG promoter (LCP)
and promoter of germline specific genes in mouse germline. (C-D) The chromatin
accessibility at the repetitive elements (panel C) and their subfamilies (panel D) with
different evolutional ages in mouse germline.
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