
1

2

3

4

5

1

2

3

N
or

m
al

iz
ed

 R
ea

d 
C

ou
nt

s 
(x

1,
00

0)

20

40

60

80

W
5m

C
G

 D
N

A
 M

et
hy

la
tio

n 
Le

ve
l (

%
)

•

•
•

•

•

•

•

•

• • •
•

•
•

•

•

1

2

3

4

•

•

• •

•

•

•
•

•

•
•

• •

•

•

•

•

•

2

4

6

8 •

•

•
• •

•

• •
••

•
•

•
•

•

•
•

•

25

50

75

N
or

m
al

iz
ed

 R
ea

d 
C

ou
nt

s 
(x

1,
00

0)

W
5m

C
G

 D
N

A
 M

et
hy

la
tio

n 
Le

ve
l (

%
)

5W
 he

art
 (  

 ) ♀

7W
  F

GC (  
 )♂

11
W

  F
GC (  

 )♂

12
W

  F
GC (  

 )♂

17
W

  F
GC (  

 )♂

26
W

  F
GC (  

 )♂

7W
  S

om
a (

   )♂

17
W

  S
om

a (
   )♂

26
W

  S
om

a (
   )♂

•

• •

•

•

•

• • •
0

1

2

3

•

•

•

•

•

•
•

•

0

50

100

N
or

m
al

iz
ed

 R
ea

d 
C

ou
nt

s

•

•

•
•

• •

•
•

•

40

60

80

W
5m

C
G

 D
N

A
 M

et
hy

la
tio

n 
Le

ve
l (

%
)

• SVA

5W
 he

art
 (  

 ) ♀

7W
  F

GC (  
 )♂

11
W

  F
GC (  

 )♂

12
W

  F
GC (  

 )♂

17
W

  F
GC (  

 )♂

26
W

  F
GC (  

 )♂

7W
  S

om
a (

   )♂

17
W

  S
om

a (
   )♂

26
W

  S
om

a (
   )♂

5W
 he

art
 (  

 ) ♀

7W
  F

GC (  
 )♂

11
W

  F
GC (  

 )♂

17
W

  F
GC (  

 )♂

26
W

  F
GC (  

 )♂

7W
  S

om
a (

   )♂

17
W

  S
om

a (
   )♂

26
W

  S
om

a (
   )♂

R
el

at
iv

e 
N

D
R

 D
en

si
ty

(G
5m

C
H

 D
N

A
 M

et
hy

la
tio

n)

• • • •

•
• • •

•
•

•
• •

•

•
•

25

50

75

100

E6.5
 ep

ibl
as

t

E11
.5 

PGC

E13
.5 

PGC (  
 )♂

E13
.5 

PGC (  
 ) ♀

E16
.5 

PGC (  
 )♂

E16
.5 

PGC (  
 ) ♀

E11
.5 

Som
a

E16
.5 

Som
a (

   ) ♀

•

•

•

•

•

•

•

•

•
• • • • • • •

0

1

2

3

N
or

m
al

iz
ed

 R
ea

d 
C

ou
nt

s 
(x

1,
00

0) •

• • •

•

•

• •
•

• • •

•

•

•
•

0

25

50

75

W
5m

C
G

 D
N

A
 M

et
hy

la
tio

n 
Le

ve
l (

%
)

• •

Figure S8
A

B

C

D Mouse Samples

Human Samples

Chromatin Accessibility

•
•

Alu
MIR

•
•

L1
L2

•
•

L1
L2

Endogenous DNA Methylation LevelRelative Gene Expression

Chromatin Accessibility Endogenous DNA Methylation LevelRelative Gene Expression

R
el

at
iv

e 
N

D
R

 D
en

si
ty

(G
5m

C
H

 D
N

A
 M

et
hy

la
tio

n)

Chromatin Accessibility Endogenous DNA Methylation LevelRelative Gene Expression

R
el

at
iv

e 
N

D
R

 D
en

si
ty

(G
5m

C
H

 D
N

A
 M

et
hy

la
tio

n)

Chromatin Accessibility Endogenous DNA Methylation LevelRelative Gene Expression

R
el

at
iv

e 
N

D
R

 D
en

si
ty

(G
5m

C
H

 D
N

A
 M

et
hy

la
tio

n)

5W
 he

art
 (  

 ) ♀

7W
  F

GC (  
 )♂

11
W

  F
GC (  

 )♂

12
W

  F
GC (  

 )♂

17
W

  F
GC (  

 )♂

26
W

  F
GC (  

 )♂

7W
  S

om
a (

   )♂

17
W

  S
om

a (
   )♂

26
W

  S
om

a (
   )♂

5W
 he

art
 (  

 ) ♀

7W
  F

GC (  
 )♂

11
W

  F
GC (  

 )♂

12
W

  F
GC (  

 )♂

17
W

  F
GC (  

 )♂

26
W

  F
GC (  

 )♂

7W
  S

om
a (

   )♂

17
W

  S
om

a (
   )♂

26
W

  S
om

a (
   )♂

5W
 he

art
 (  

 ) ♀

7W
  F

GC (  
 )♂

11
W

  F
GC (  

 )♂

17
W

  F
GC (  

 )♂

26
W

  F
GC (  

 )♂

7W
  S

om
a (

   )♂

17
W

  S
om

a (
   )♂

26
W

  S
om

a (
   )♂

5W
 he

art
 (  

 ) ♀

7W
  F

GC (  
 )♂

11
W

  F
GC (  

 )♂

12
W

  F
GC (  

 )♂

17
W

  F
GC (  

 )♂

26
W

  F
GC (  

 )♂

7W
  S

om
a (

   )♂

17
W

  S
om

a (
   )♂

26
W

  S
om

a (
   )♂

5W
 he

art
 (  

 ) ♀

7W
  F

GC (  
 )♂

11
W

  F
GC (  

 )♂

17
W

  F
GC (  

 )♂

26
W

  F
GC (  

 )♂

7W
  S

om
a (

   )♂

17
W

  S
om

a (
   )♂

26
W

  S
om

a (
   )♂

5W
 he

art
 (  

 ) ♀

7W
  F

GC (  
 )♂

11
W

  F
GC (  

 )♂

12
W

  F
GC (  

 )♂

17
W

  F
GC (  

 )♂

26
W

  F
GC (  

 )♂

7W
  S

om
a (

   )♂

17
W

  S
om

a (
   )♂

26
W

  S
om

a (
   )♂

E6.5
 ep

ibl
as

t

E11
.5 

PGC

E13
.5 

PGC (  
 )♂

E13
.5 

PGC (  
 ) ♀

E16
.5 

PGC (  
 )♂

E16
.5 

PGC (  
 ) ♀

E11
.5 

Som
a

E16
.5 

Som
a (

   ) ♀

E6.5
 ep

ibl
as

t

E11
.5 

PGC

E13
.5 

PGC (  
 )♂

E13
.5 

PGC (  
 ) ♀

E16
.5 

PGC (  
 )♂

E16
.5 

PGC (  
 ) ♀

E11
.5 

Som
a

E16
.5 

Som
a (

   ) ♀



Figure S8 The relationships among chromatin accessibility, endogenous DNA 
methylation and gene expression of repetitive elements. 
(A) The relationship among chromatin accessibility, gene expression and endogenous 
DNA methylation of SVA element in human PGCs. (B) The relationship among 
chromatin accessibility, gene expression and endogenous DNA methylation of Alu 
(red) and MIR (cyan) repeat in human PGCs. (C-D) The relationship among 
chromatin accessibility, gene expression and endogenous DNA methylation of L1 
(red) and L2 (cyan) repeat in human (panel C) and mouse (panel D) PGCs.  
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