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Figure S10 The relationships between the DNA hydroxymethylation and the 
chromatin accessibility in human fetal germ cells. 
(A-B) The DNA hydroxymethylation levels (panel A) and the chromatin 
accessibilities (panel B) on annotated regions. (C-D) The relationships among the 
DNA hydroxymethylation, chromatin accessibility, endogenous DNA methylation 
and relative expression on gene promoter (panel C) and genebody (panel D) regions 
in human fetal germ cells.  
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