Figure S1

Chromatin Accessibility and Endogenous DNA Methylation on Promoter Regions (Mouse)
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Chromatin Accessibility and DNA Methylation on Genebody Regions (Mouse)
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Figure S1 Reproducibility of the NOMe-seq data of mouse germline.

(A) The reproducible patterns of chromatin accessibility and endogenous DNA
methylation on promoter regions across replicates. (B) The reproducible patterns of
chromatin accessibility and endogenous DNA methylation on gene body regions
across replicates.
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