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Figure S3 The in vitro methylation efficiency of M.CviPI GpC methyltransferase 
and bisulfite conversion rate of the NOMe-seq. 
Both the in vitro methylation efficiency of M.CviPI GpC methyltransferase and 
bisulfite conversion rate are estimated based on the methylation level the GCH sites 
and WCG sites of the unmethylated lambda DNA spike-ins.  
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