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Figure S2 Identification of mATG9 N-terminal phosphorylation sites. (A) Summary 

of mass spectrometry results. Samples were prepared as described in Figure 2A. (B-E) 

Identification of phosphorylation of mATG9 at S14, Y15, S16 and S18 by liquid 

chromatography-mass spectrometry (LC-MS)/MS analysis. Phosphorylation at Y8 

was not confirmed due to limited peptide capture. 
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