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Supplementary Material

Supplementary Table 1: Description of individual OCAC studies and case-control sets included in the
analysis of RNA editing SNPs and EOC susceptibility®.

For Table S1, please see the attached file
Supplementary Table 2: HaploReg view of top ADAR eQTL SNP rs1127313 and proxies.

For Table S2, please see the attached Excel file



