
	
	
Figure	S3.	Distribution	of	the	IBD	fraction	of	the	genome	in	104	Baltic	collared	
flycatchers.	The	IBD	genome	fractions	were	calculated	for	each	individual	by	
summing	the	physical	lengths	of	all	detected	IBD	segments	and	dividing	by	the	
physical	length	of	the	genome	assembly.	
	


