Table S6. crp and osmC expression values and predicted copy number of composite transposon

clade A B C D
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predicted annotation < < < < < < < < < < < < < < < < < < < < < < < <
crp transcriptional regulator 617.1 501.3 758.7 466.0 665.2 565.3 828.6 981.4 703.1 7915 11124 13404 276.2 415.1 287.8 350.3 313.5] 239.5 571.8 323.3 340.3 247.3] 360.2
osmotically inducible protein C 420.4 401.6 539.1 351.8 352.8 471.7 576.3 757.2 606.5 594.5 542.8 657.3] 203.7 219.7 200.6 248.7 185.3 161.1 332.8 229.3 119.9 171.6 207.5
ISAba1 status ISAba1in ACICU_01161 and ISAba 1 downstream of ACICU_01162 FSAba1 in ACICU_01161 no ISAba
|predicted number of crp and osmC transposon copies | 2 2 2 2 2 3 3 3 3 3 3 3] 0 0 0 0 0 0 0 0 0 0 0
*mean normalized read counts from DESeq2



