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MutsuDrl GCGGACGGAGTTGAGAAGGCAAATGACAATGGACTGGACAGACGACAACAAGAAACAAACCAATCGGAGAAGGAAGCAAGGAAAAGGATTTATCTAAAAGAAGCAACTGTA 553
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MutsuDrl GTCACGGAACAGGAAGGGACAACATGGACACAAATGGATATGACTGACAGTTTAAAGAGTGTTTTGGAAGCAGCAGAATTGAGCGATTCGAATAATAAAGACTTGAATCAA 1441

1214




Supplemental Figure S9

1,780 1,800 1,820 1,840 1,860 1,880
I I I I I I
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MutsuDrl AAGTTTACGATAAAATATTGTAGACAATTACAAAATTGTAAAAAATATAAGGAAAAGGAGCTGAAAGAAAAACTAGAAAACGAATTGAAAAATGAGAAT- - - GGAAAAAAT 2767
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MutsuDrl AGTCTGGACTTCGAGAAAGCTTTTGATAGGGTGGAGCATGACTTTTTATTTGGAGTGTTAAAGAGTTTTGGTTTTGGGGAAAATTTTATAAAGTGGGTTCAGATTTTATAT 3655
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MutsuDrl ACAATGGAATATTTTTTAAGTAAAAGTGGCAATTTTAATATGGGAGATAATATTTTATACATGAGGATGAAAAAATTCATGACAGAGGGTCTACCAGATTTTTATAAAGAA 4543
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MutsuDr2 ATTATTAAAGCGGTGATTGAAAAGTGTGGACATGGAAAAATTCTGGCTTTAAGACCAAGACAAGGGAAGGAGTACGAACTAACAATGGAAACAGAAGAATTATGTGAACAA 553
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4.14 3879
4.16 3878
MutsuDr4 AAAAACTAAATACATGAGAATGGGAAAAATAAATGTTTTACCAGAAAAAA- TCAAATTTAAAGAGGAGAAAGTTGATATGAAAATTTTAGGTATAAGGGTTGGT 3983
4.1 3983
4.2 3986
4.3 3983
4.4 3964
4.5 3983
4.6 3981
4.7 3983
4.8 3983
4.9 3964
4.10 3984
4.11 3984
4.12 3791
4.13 3135
4.15 3983
4.14 3983
4.16 3987
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MutsuDr4 AAAATGAAAATGAAACAAGGAATTTAATGTGGGAGGAAGTTTTAAAGGGAATGGAGAAAAGATTACATTTCTGGAAATTAAGAGGTTTGTTTTTAAAGGGGAAAGTTTTAG 4094

el i
il
w

MutsuDr4 TTTTAAATTCCTTATTTTTATCAAAAATGTGGTATGTTTTAGGTACAGTGAGTTTGCCAATGAGTGTGTATAAAAAGATAAAAGCTATTGTTTTAGATTTCTTATGGGATG 4205

4.1 B T N ..- .-- 4164
4.2 4208
4.3 4205
4.4 4186
4.5 4205
4.6 4203
4.7 4205
4.8 4203
4.9 4186
4.10 4206
4.11 4206
4.12 4013
4.13 3357
4.15 4205
4.14 4205
4.16 4209

MutsuDr4 GAAAACCTTCCAAAATAGCTTATGACACCATAATTGGTAAAGT TGAAGAAGGAGGCTTAGGTTTAATTGATCCACTAATCAGAATGAAAAGCATAAGAATTAAAACTGTAA 4316
41 - e e e e e e e e e e e e e e e e L -- .. 4207
42 G A AAAT .TT .ACGG.TGC..GA..TGTG...T.G.A..G..-- .-G. 4316

il
AR
w
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MutsuDr4 ATAAATATTGGAAAGAAGAAAAACATGTATGGAAAGATGTGATGAGATATTTTTTAAATAAATGTGGGGAAATACAAGAATATATATTATGGATGAAGCCCAAAGAGAATA 4427

41 . ------- R I I T R I I T T T I I I I S IR 4216
42 ...T-.G..AA.G.A.. ... TGG. .AA.- . . TCT- .- ... .- .A.AT.G...CAA.G.A. .. ... CT.-..C.G.T.A.TGC.C.T..C.ATTATTGTAA. .TGA.TG.C. 4421
4.3 4427
4.4 4408
4.5 4427
4.6 4425
4.7 4427
4.8 4425
4.9 4408
4.10 4428
4.11 4428
4.12 4235
4.13 3579
4.15 4427
4.14 4427
4.16 4431

e T T N R N NN, 4216
42 A...TG..GT.T..GA.A..GA. . T.TT.AGT.GG.A.GC.-T...TTC.A. .GGCTTT.TAT.ATG.A.A.. . ATTA...CCTG.- . T.TA.C.G.TTT-T..TTTT..A 4529

AR

bttt i

14



Supplemental Figure S9

4,680 4,700 4,720 4,740 4,760
I I I I I

MutsuDr4 TACAGGCGCACGTAATAAAAGATGCAATAATAGAAAACTATGAAAACGAAACTAAAAGAGTTATTGAAAATCAGTTTAACAACTTGAAAAAAAA- TATACCAAAAGAATGG 4759

bttt
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MutsuDr4 AGTCCCGTTTTAGAGAATTTTGATTACATTTTAAGACAAAACTGTTTATTAAGTGAAATGAGATTGTGTAAAATAGGTTTGGCAAATGATGCAAGATGTAAAGTTTGTAAT 5092
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MutsuDr4 GAATATTGTTAAACAAAAGAATGGCAAATTGTCTGTGTGTAAATTGTTTCAAAGAAAAATGTCTGAACTGCTTAATACTCTTTTCTATTATTGTAACATGAATGACAAGAT 5424

4.1 e 4454
L e i i i i 4565
L 5424
44 5400
A S e 5424
4.6 5422
A7 e 5425
4.8 e 5422
4.9 e 5400
4.10 .. 5425
4.11 .. 5425
412 e 5232
413 4576
415 5425
4.14 e 5424
416 L 5428
5,440
MutsuDr4 TGATGTATTTGAAAAA- GACTTTTTAAACGGGAATACATATGTTCAAATGGCTTTATATAATGTAAATGTATTATTACCTGAATGTAACTGTTTTTAATTTTTGATATAAA 5534
4.1 e AT 4564
4565
5455
5510
5534
5532
5536
5532
. 5510
4. 5535
4. 5535
4. 5342
4. 4686
4. 5535
4. 5534
4. 5539

4.10 AAAAAAAAAAAAAAAAAAAA- = = - - - oo 5574
4.11 AAAAAAAAAAAAA - - 5567
0 2 5355
4.13 A il 4706
4.15 AAAAAAAAAAAAAAAA- = = = = = o oo 5570
4.14 .AAAAAAAAAAAAAGAAATGCCCGATCTAAAAAAAAAAAAAAAAAAAA 5600
406 A .. AL e 5554
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MutsuDr5 - GTACGCTAGAGGGAGTTAGTGTGCAAACAGGAAGTGAAAGGCTGCAGACGGGAGAGAAAGGCTCTCCCTTTCTTTTGTTGTTTTATTTAGTT-TTTT---GGGTGTTTAA 106

| | | | |
MutsuDr5 ACAATGGAAAGCACAAAGGACAAATTCACTGGACTTTCGGGCAAAACAAGAGGAGAAAATAACACAGAGATGGATGGTGAAAAGCAAAGAGGAGACGACACGGGAGTACGA 327
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MutsuDr5 AGAGGAAGAAACTTGTGACAAACTGATTGATGGACTAACAATAAATGAAGAGAACTGTGAAGTTAAAATGTTACAAAACAGAGACTATGTTGTCTCCTTTATGCACTTGCC 704
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MutsuDr5 TAAATGCCCGGAATGCCTCCAAATTTTAGCAAAATGTGAATGTTGGATGGAGGCAGAGGAAGGAGAAGAGAGAAACCAGATAAGCAGGCAAGTGCATAAAGTAAACAATGT 1148
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I I I I I I

MutsuDr5 AAGAAAAAA- GTAATGAAATTGGAAGAGAAGAAGAAATTAAAATGGACAGAGAGGAGAGAAGAACAATTCGAAGAAGGACATTAAAGATTAAACCTAATCTAGAAAGTACA 1590

MutsuDr5 AAGAGAAAATTGACTACAAGAATGAAAAACATGAACAGATATGAAGTGTTAAAGGAAATGGAGGGAGATGATGAGTAATAATGATTTTTAGGTTTTTAAT- TTTATTTTTA 1700
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MutsuDr5 ATAAAAAAA- GATGTTTTTAATATTAAAAAAATCGTGTATAAAGACAATAATGGAAAGTGTTTAGTGATAGAAGTAAACTATGAAGGACAAGAAATGATTATAGCCAATAT 2032

51 ......... 1717
5.2 ... ... 1830
53 ... 2033
54 T........ 2038
55 ... 2034
56 ... .. 2033
57 T........ 972
58 ... .. 2317
59 ... 1832
510 ......... 1826
511 ......... 2034

51 .A 1828
52 ... ... 1941
5.3 e 2144
54 ... .. 2149
I 2145
LT 2144
57 ... ... 1083
5.8 . 2428
5D 1943
0 1937
0 2145

S L 1939
5.2 2052
L P 2255
5.4 2260
5.5 2256
5.6 . 2255
5.7 1194
5.8 2539
5.9 2054
5010 L e 2048
S 2256
2,560 2,580 2,600 2,620 2,640 2,660

2050
2163
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2371
2367
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1305
2650
2165
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MutsuDr5 GTATGAAGAGAACAGTTTTAGTGATCATAAGCTCTTGCATTTTAAAGTGAATGTAGATAACATACAAAAAGGACCAGGAACTTGGATTTTAAACACAACCATTTTAAAAAA 2476

2272
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MutsuDr5 CTTTTTTGATTTAGAGAAGCAAAGAGGTAAAGCAGGAATACTAAAGGAAATTAAAGGGAGAAATGGAAAAATTGCGAAAGGAAACATAGAAATACTAGAAGAAATCAAACA 2920
2605
2718
2921
2926
2922
2921
1860
3205
2720
2714
2922

3031




Supplemental Figure S9

3,560 3,580 3,600 3,620 3,640 3,660
I I I I I I

MutsuDr5 TGAATTACAAAATTATAGACCAATAACAATGTTGAATACAGATTTAAAGATTTTAGCAAAAGTTTTAGCGAATAGATTAAAGGAAGTAATGCCTAAATTAATTAAATCAAA 3364




Supplemental Figure S9

4,000 4,020 4,040 4,060 4,080 4,100
I I I I I I

MutsuDr5 TTTAGGGTTAGCAATAAAACAAGAAACTAAAATTAAAGGAATAAAAATAGAAGAAGAGGAGGATGAAGGAAAAATATACCAGTATGCTGATGATACAACAATAATAGTGAA 3808
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MutsuDr5 TGTAACAGAAATGCCATGTTGGATAGAAGGGAGATTGAAAAAGTGTGTTCAAGATTTTTTATGGGAGGGGAAACCCCCAAGAATTGCGTACAATACAATAATAGGAGCAAC 4252

4048
4161
4364
4369
4365
4364
3303
4648
4163
4156
4361
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MutsuDr5 GGAACTATTTTTT- AAAAAATGGATGGATGTGGGGATTTTAAGAATAAGGGATGTTCTTTATGAATTCAAAAAGGGATTTTTAACTAAGCAATATATAGTAGACTTAATGG 4695

MutsuDr5 AAGAAGCTAAAGAGGAATACAGTGTAAAGGAAATAGAAAATAAACTTGAAACGGTCAAAGGTGCCATACCAAAAGAATGGATTACAAGAATAGAAAATATGGAAGAAGGTG 4806

5.1 4491
5.2 4604
5.3 4807
5.4 4812
5.5 4808
5.6 4807
5.7 3746
5.8 5091
5.9 4606
5.10 4600
5.11 4805
MutsuDr5
5.1 4602

5.2
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MutsuDr5 TAAGACACAAGGCAATTTTTACTGAGTGCATTTTAACAAAGATACAGAGAGAACCAAATGCAACATGTAAGGTATGTTTTCAAGAAGATGAAGGAATTTTACACCTGTTTT 5139

MutsuDr5 TATACTGTAAAGAATTAGAATGTTTTT- ACATGAAATGCCAAAAAATGCTAAAAGATTTATTGAAAGATTGGGATGAAGAACAATTGGAATGGAATACTCTTGTGATGTTC 5249
- A

MutsuDr5 GGATGGAATATGGAAAACAAAAACAAAAAGTTTGTAAATCTTCTTATAATGATGATTAAAAAATGTGTGTGGGAAAGAAGAAATGTAGCAAAGCAGGAAAAAGTTGTTTTA 5360
5.1

52 ¢ e et e e e e e 4680
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MutsuDr5 GTGTATAATGTTTTAAGTGGTTTAAAGTGGAAAATGCCCAAAGAGGATGTTATTTTATGAAGAATGTTTATTTTAATGTATTTGTTTTGTGAAATTTCTTGAAGTATTTAA 5582

51 ... ... ... G..AA.T..T.GAAA.. . A 5325
LI A e i i e 4680
5.3 T 5645
54 A . 5643
LR T I I eI A 5574
56 ... T 5644
57 ... G..AA.T..T.GAA G 4578
58 . G...... 5922
59 .o AA . AAAAA . G 5423
5.10 ...... T...G..AA.T..T.GAA....G AAAAAAAAAAAAAAAAA 5449
511 ... A L Ao G. ... ... . ... 5640
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MutsuDr6 TTAAAAGTTTGCACAACCGAGATTATGTAGTTTCCTTCTTGCACCTGCCTGTCTACCTGGAAAATAGTATAATTGTAGAAAAATTGGAAGGATGGGGTGTTGAGCCACTAA 777

MutsuDr6  AACTAAAGAATAACACTGGAGAAGTTGTGGATTTTAATGAAGATGGAGAAACGAAGGAGGGAGGAAATCAAATGATGGAAATTGAGTTTTCAGACATGGAGGAAAATGGAC 1332
.. LA
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MutsuDr6  AAGAAAAAATTGAGCAAAACAAAGACATGGATTATGAAGAAGATGCAAAGGTGGACAATATGGACAAATGTATGAAAGTGAATTTAAGAAGAAGAACACTAAAGGTAAAAC 1443
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MutsuDr6 AATTGATTTAGCGGATGGCATGGTTTTTAGGAATGACACTGGGAGAAAAGAGTTGCAGAAACTAATGGCAGAGCACAAAGTAGTGGACATATGGAGAGTAAGGAATGAAGG 2109
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MutsuDr6 TTTCAATTTAGAGAAAAGTAAGGGTAACGGAGAAATTATAAGAGAATTAAAAAAAGAAAATGGAGAAAAAATAAAAGAAACACAGGATATTTTAAAGGAAGTTAGAGATTT 2775
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MutsuDr6  CGAGAAAGCATTTGACAGAGTTGAACACAATTTTCTATTTGAGGTTTTAAATAAGGTTGGTTTTGGGAATAATTTTTTAAGATGGATCAAGTGTTTATACAACGGAGCTAT 3441
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MutsuDr6 GTTACCCCTATGGATCACTGGCATGAGCAGAGAATAAAACAATGTTTATTGAGTTTTATCTGGGAAGGAAAACCACCAAGAATTGCATATAATGTATTAATTGGAGCAACC 4105
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MutsuDr6  GATAATGTAAAAGTGTTTTTAAAGGAAAAGGAGAAGGATTTTCAAGAATGTGTTCTTAAAAATTTCTACATTTGTTTCAGAAACAAAGTGCATAAAAGACCAGTTTCAGAA 4771

MutsuDr6
6.1
6.2
6.3
6.4
6.5
6.6
6.7

MutsuDr6
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MutsuDr6  TATATTATGTACACACTAGATGGTTTGAAAATAGATTTGCCAGAATGATTATGCTTGTTGTTTTCCTGTTTTAATACCAACATAATGTCTTAAGAAATGTTTGTAAATGAT 5437

MutsuDr6 ATTTTAATATGCTTCTGAACTGATGTTTTAAATGTTTTTAAATGTATGTATTGTAAAAATTGAAATATTTTTCTAATAAAAAAAAAAAAAAAAAAAA- - - = - - = = = = == - - 5534
6.1 G....... GAAAAAAAAAAAAA 5548
e e I 5532
6.3 ---- 5492
6.4 ---- 5535
8 R Y 5536
2 i 5534
2 i 5534
MutsuDr6 - - - - - 5534
6.1 AAAAA 5553
6.2 ----- 5532
6.3 ----- 5492
6.4 ----- 5535
6.5 ----- 5536
6.6 ----- 5534
6.7 ----- 5534
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MutsuDr7 GAAATGCCTGAGGCGCTATTGAGCAAGGAAGGAAGTGTGAAGATTGGTAGAAGAAGTAGTGTGAGAACACTTTTTGTTTTGAAAGCTTTTTTTT-CTTTCTAGTTTTTGGA 110
111

110
111
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219
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330
333
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! ! ! ! ! !
MutsuDr7 AAAAAGCTAACAGTATTGGTTGAAATTGTGGGAGAAGATAAAATTACAATGATGGAGCTTTTGAAGAAAGTGAGAGAAGATTGTGGTGTTGTAATTGGCTGCAGATATAAG 441
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MutsuDr7 CATTTTAGGGTCATACATGACAGACAGGTGAAAGTCTGCAGAGTCTGTATCCAACCAGGACACATTGTAAGAGACTGCCCTAACTTTAAGTGTTATAAATGTGGCATTCAG 885
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MutsuDr7 TTTGCAAGAAACACATTGGTCAAATGATAAAATGAGTGATATAAAAAAAGTTTGGGGAGAAGAGATTTATGTAAATCATGGAAGTCAGAGAGCATGCGGTGTGGCGATTTT 1662
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TATACGATATTCAAAACAGAGGAACTTTAAGAGAAAAATGGAGATGGAAAGCATGAGAAATAATTTAGAGAAAGAAGCAGAGAAAATAGAAAACAACCCTGAGTACACAAA
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MutsuDr7 ACCTAATCAAGCTTATGGCATACCAGGGAGGGACATCACTGACACAATATGCACAATTAGAGATGTTGTGAGCAGCATGGACAAAGATGGAGAAGGAGGATTAATGCTATG 3216
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MutsuDr7 TTTAGGAGCAGTTGACTTACCGGTGTGGGTTTTAAATGAGATAAAAGAGGTTCTGAATAATTTCATATGGGGAGGGAAAGGAGTCAAAATATCCAACAAAACATTAATAGC 3993

MutsuDr7 GGAGTGGGATGATGAAATAAAAAAATCACAAGTAGACTCTGTTTGTGAAAACATCAGAGTTAGCTTACCAAAGAGATGGGTTGAAATGATTGAGAGAGA- AA- GTGCCAAA 4546
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MutsuDr7 AAACTGCCTGCATCTGAAAATGTGTGGCCAAAATTGTTCCCAAATTTAAATGTTAAAACAATTTGGAAAAATTTAAATGTGAAATATAACAGCTTAGACTGTGAAAATTTA 4768

MutsuDr7 CACATTTTCTTTGAATGTAAGGAGCTGGGATTTTTT- CATGAAAAACTGAAACAACTGATAAAAGACAATTGGGGAAAAAATGCACAAGGAAATGAATGGAAACAACTGTT 4989
- T
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