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Figure(S7:#Detail#of#the#single#cell#transcriptomes.#A:#the#distribu6on#of#the#read#depths#from#different#cells.#Importantly,#the#ten#smallest#transcriptomes#
#are#all#part#of#the#largest#clusters#and#thus#do#not#affect#the#clustering.#B:#distribu6on#of#fragment#length#across#cells.#C:#propor6on#of#total#reads#mapping#
#to#known#coding#genes.#D:#average#propor6on#of#unique#mappings.#

A#

D#

C#

B#


