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Fig. 5. Pseudoinverse projection of the proteins’ DNA-binding data onto the cell cycle mRNA expression SVD (top)
and GSVD (bottom) bases of nine eigenarrays and six arraylets, respectively. Shown are raster displays of the linear
transformation d̂ → b̂ĉ of the proteins’ DNA-binding data from the 2, 227-ORFs × 13-data samples space to the
nine-eigenarrays of the SVD basis × 13-data samples space (top) and from the 2, 139-ORFs × 13-data samples space
to the the six-arraylets of the GSVD basis × 13-data samples space (bottom), with overexpression (red), no change
in expression (black) and underexpression (green) centered at ORF- and sample-invariant expression, and with the
ORFs sorted according to their SVD- and GSVD phases, respectively.

Fig. 6. Canonical correlations of the proteins’ DNA-
binding profiles with the SVD- (a) and GSVD (b) cell
cycle mRNA expression bases.


