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Most likely P -value of Most likely P -value of
parallel parallel antiparallel antiparallel

Classification Sample association association association association
a Microarray Mbp1 G1 1.6× 10−14 None 4.0× 10−3

Swi4 G1 1.5× 10−17 None 1.2× 10−1

Swi6 G1 4.7× 10−32 G2/M 7.3× 10−2

Fkh1 S/G2 7.2× 10−4 None 3.5× 10−1

Fkh2 G2/M 3.9× 10−11 None 8.3× 10−2

Ndd1 G2/M 2.0× 10−19 G1 9.5× 10−2

Mcm1 G2/M 1.2× 10−12 G1 4.0× 10−3

Ace2 M/G1 1.1× 10−3 G2/M 8.4× 10−3

Swi5 M/G1 1.3× 10−15 G1 4.5× 10−5

Mcm3 None 4.5× 10−4 G1 7.9× 10−10

Mcm4 None 1.3× 10−2 G1 1.2× 10−8

Mcm7 None 1.3× 10−2 G1 7.9× 10−10

Orc1 None 4.0× 10−3 G1 4.3× 10−13

b Traditional Mbp1 G1 2.7× 10−10 None 9.3× 10−2

Swi4 G1 2.7× 10−7 None 9.3× 10−2

Swi6 G1 4.8× 10−19 G2/M 4.4× 10−2

Fkh1 S/G2 4.0× 10−2 S 3.9× 10−1

Fkh2 G2/M 3.7× 10−6 None 2.7× 10−2

Ndd1 G2/M 5.0× 10−9 M/G1 3.3× 10−1

Mcm1 G2/M 1.6× 10−7 G1 3.3× 10−2

Ace2 M/G1 1.1× 10−1 S 7.8× 10−2

Swi5 M/G1 6.2× 10−4 G2/M 6.2× 10−5

Mcm3 None 2.7× 10−2 G1 5.0× 10−4

Mcm4 None 4.0× 10−3 G1 2.4× 10−3

Mcm7 None 2.7× 10−2 G1 5.0× 10−4

Orc1 None 2.2× 10−1 G1 5.0× 10−4

Table 1. Most likely parallel and antiparallel associations of the proteins’ DNA-binding profiles with cell cycle mRNA
expression stages according to the microarray (a) and traditional (b) classifications of yeast ORFs.


