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Fig. 11 (above). Pseudoinverse reconstruction of the
α-factor cell cycle time course mRNA expression data in
the SVD (a and b) and GSVD (c and d) cell cycle mRNA
expression bases, with the ORFs sorted according to their
SVD- and GSVD-phases, respectively. Raster displays (a
and c), with overexpression (red), no change in expres-
sion (black) and underexpression (green), and line-joined
graphs (b and d) of the SVD- and GSVD reconstructed
18 expression profiles along 3,954 and 3,625 ORFs, cen-
tered at their sample- and ORF-invariant levels, showing
a traveling wave across the 18 arrays.

Fig. 12 (right). Pseudoinverse reconstruction of the
CLB2 and CLN3 overexpression data in the SVD (a
and b) and GSVD (c and d) bases, with the ORFs
sorted according to their SVD- and GSVD-phases, re-
spectively. Raster displays (a and c), with overexpres-
sion (red), no change in expression (black) and under-
expression (green), and line-joined graphs (b and d) of
the SVD- and GSVD reconstructed 4 expression profiles
along 4,404 and 4,383 ORFs, centered at their sample-
and ORF-invariant levels, showing two standing waves
across the two CLB2- and the two CLN3-overexpressed
arrays.
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