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2622 Small nuclear ribonucleoprotein Sm D3 (snRNP core protein D3)  3-50
27613 U2 small nuclear ribonucleoprotein A' (U2 STRNP-A)  26-90
767-1 PRE-MRNASPLICING FACTOR PRPB _Ge-54
2621 Eukaryotic transiation intiation factor 2 subunit 2 (Eukaryotic  26-34
2622 Eukaryotic translation initiation factor 2 subunit 2 (Eukaryotic 1e-27
19201  NHP2-like protein 1 (High mobilty group-like nuclear protein 2 3e-50
17m20 ~_60S ribosome subunit biogenesis protein NIP7 _4e-51
26121 Splicing factor 3A subunit 2 (Spliceosome associated protein 62) Ge-30
11206 Nuceolar RNA helicase Il (Nucleolar RNA helicase Gu) (RH IGu) 1e-96
20116 Heterogeneous nuciear ribonucieaprotein G (ARNP G) (Glycoprotein  66-08
3261  CARG-binding factor-A (CBF-A)  3¢-84
1021 SET potin (HLA-DR sssocated prtein ) (PHAPI) (Phosphatase 24 To-76
667-1  Splicing factor, argininelserine-rich 3 (Pre-mRNA splicing factor
High mbiiy group proten 1 (HMG-1) 1672
HIGH MOBILITY GROUP-T PROTEIN (HMG-T) (HMG-T1) (HMG-1) 274
High mobility group protein 4 (HNG-4) (High mobilty group protein ~ 6e-70
RNVbinding potein EWS (EWS oncagen) (Evingsarcama breskpoit  0e-12
(NM_005648) elongin C:; transcription elongation factor B, 1e-21
Cycln AGDKZ assacaled protain p19 (RNA polymerase I e\ongaﬂan 369
-1 (NM_005648) elongin C: transcription elongation factor B,
Signal recognition particle 54 kDa protein (SRP54) 3-8
(NM_014487) nucleolar cysteine-rich protein; zinc finger ~ e-131
Densiy-regulated protein (DRP) ~ 9e-60
Densitregulsted protsin (ORF) _ 16-15
Transcription factor BTF3 (RNA polymerase B transcription factor 3)  1e-58
Cellular nucleic acid binding protein (CNBP) _8e-70
High mobilty group proein 4 (MG-4) (High moblty roup protin 3e-68
Cellular nucleic acid binding protein (CNBP) _1e-
Colbindcols AN binding rten (Shima-rch ANAiding 5029
Cold-inducible RNA-binding protein (Glycine-rich RNA-binding  1e-28
Cold-inducible RNA-binding protein (Glycine-rich RNA-binding  4e-28
Eukaryofic translation iniiation factor 1A (EIF-1A) (EIF-4C) 3e-51
Eukaryoltic translation initiation factor 2 subunit 1 (Eukaryolic 579
12011 Actated RNA polymerase | tanscrptonlcoactvalor p15 (PCH) - 26:35
4. Sin3 associated polypeplide p18 (2HOR0202)
Frten varston fer S0 hovoon 6C20 2047
(AJO09770) putative transcription factor [Homo sapiens]  7e-15
MAX INTERACTING PROTEIN 1 (W1 PROTEIN) 1e-28
HISTONE H5A (XLHSA) (H1D) (H1-SA) ~ e-1
11891 Moth homo\ogﬁlSMAD 6) (Moth 103
5391 ADPATP carrer protein, ibroblast isoform (ADP/ATP translocase 2) _ e-152
ADPATP carrier protein, isoform T2 (ADPJATP transiocase 3) 9677
Electron transfer flavoprotein beta-subunit (Beta-ETF)  2e-83
Suecinate dehydrogenase [ubauinane] cpochrome 8 smallsubunil, Te-40
Cytochrome c, iso-1and iso-2  4e-4:
Hypothetical oxidoreductase yoxD  9e-12
5902 ATP-binding cassette, sub-family F, member 2 (Iron infibited ABC  1e-99
5901 ATP-binding cassette, sub-famiy F. member 2 (Iron inhibited ABC  -129
22505 Protein 1-4 (ATP binding poten assocised wihcoll_36-43
{8121 ADP-rbosylton factor GTPase-scating proli 1 (ARF GAP 1) 16:26
497-1  Vacuolar ATP synthase 16 kDa proteaiipid subunit  3e-4
7421 Cop protein p24 precursor (p: 213
7261 Transmembrane protoin T2 precurtor (31 KD Transmembrane . 26-49
7282 Transmemrane prolsin TmpZ1 precursor (21 (D Transmembrane  4e-17
7481 Hypothetical protein CGI-109 precursor
S mpotatem raraporig AP anact chai precursor (Sodum  e-147
VPS28 protein homolog ©-105
Electron transfer flavoprotein alpha-subunit, mitochondrial  1e-25
ATP synthase alpha chain heart isoform, mitochondrial precursor 0.0
Phosphate carrier protein, mitochondrial precursor (PTP)  30-96
ATP syriase gamma chain, miochonaral precursor | e-101
ATP synthase beta chain, mitochondial pre 00
Mitochondrial import receptor subunit TO! 3e-50
ATP synthase lpid-binding protein, mitochondrial precursor (ATP  36-32
ATP synthase lipid-binding protein, mitochondrial precursor (ATP  1e-39
ATP synihase daa chain, miochondrial precursor 1659
ytochrome c1, heme protein, mitochondrial precursor (Cytochrome  2e-75
meumol ochtome G reduciase comple core roten . 6a.75
K18 49 kDa piex 49K0)  ¢-128
NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial 12
11841 COATOMER EFSILON SUBUNIT EPSILON-COAT PROTEIN) EPSILON: Cor) eizs
1034-1  Membrane associated progesterone receptor component 1 (mPR)  9e-6i
12616 Cytochrome c oxidase polypepide VB (VI) 8e-37
290-1  Vacuolar ATP synthase subunit G 1 (V-ATPase G subunit 1) (Vacuolar 80-26
05019 Cyoctvame s oidase poyeplide VIb (ATD)  26-20
1112 NADH-ubiquinone oxidoreductase chain 3
053 APOLIPOPROTEN A1 PREGURSOR (APO-AY - 26:34
977-1  Proteasome subunit beta type 1-A (20S proteasome beta 6 subunitA)  e-132
Proteasome subunit beta type 3 (Proteasome theta chain) (Proteasome  2¢-97
Proteasome subunit alpha type 3 (Proteasome component C8) ~ 4e-98
Proteasome subunitalpha type 2 _5e-22
Prteasome subunitsghs ype 1 (Proteasom component G2) _ 26.81
-1 s0me subunt s ype § (Prolsssoms zta chal) (Macopain  Se-67
Prteamome st bet ype's (Prtsssome s enan) (Morscoma o1
51 200 PROTEASE RECULATORY SUBUNIT 6A (TAT-BINDING PROTEN 1 (T8P-1) 1077
26 proteasome non-ATPase regulatory subunit 8 (26 proteasome  9e-87
268 proteasome non-ATPase regulatory subunit 13 (26S proteasome  e-112
265 proteasome non-ATPase regulatory subunit 7 (26 proteasome _e-105
208 protease reguiatoy subunit 68 (MIP224) (MBOT nlractng  e-150
14 265 pr Subunit 8 (Thyroid _5e-88
508 breteccome non AT ase reguiton oot 4 265 protezsome 2095
265 protease regulatory subunit 4 (P2654) _3-99
Proteasome subunit beta type 5 precursor (Proteasome chain 1)  1e-61
2 bta e S precur tessom epsion chain)16-69
1 type 7 nit2)  2e-82
265 proteasome non-ATPase vegmamry subunit 11 (zas pmleesume 16
521 265 protease regulatory subunit 7 (MSS1 protein)
Grmitin deearsintics antoyme (0D A 3621
Ormithine decarboxylase antizyme, long isoform (ODC-Az-L)  7e47
265 proteasome non-ATPase regulatory subunit 2 (26 proteasome _7e-69
u enzyme E2-17 kDa 1 lgase) 3079
-2 Omithine decarboxylase antizyme, short isoform (ODC-Az-S) 81
irosomal Sond pdece 33455 it (SPase 25 {Da s 3e-53
51 F-box only protein 2 1e-15
Proteasome subunit alpha type 6 (Proteasome iota chain) (Macropain 775
Proteasome subunit alpha type 7 (Proteasome subunitalpha 4)  e-125
1148:2Proteasome subunitalpha type 5 (Proteasome zeta chain) (Macropain  ¢-128
21006 Putative aminopeptidase ZK353.6 in chromosome Ill ~ 3e-22
12015 Cathepsin B precursor e-118
12604 E2:17 kDa 2 (Ul ligase) de-11
451 U enzyme E2-17 kDa 2 ligase) ~ 2e-73
1113 CAAX prenyl protease 1 homolog (Prenyl protein-specific.  4e-74
20023 ATP-dependent CLP protease ATP-binding subunit CipX ke, 26-65
787-1  Microsomal glutathione S-transferase 3 (Microsomal GST-3) ~ 1e-20
1192 Thioredoxin-Iike protein (32 kDa thioredoxin-related profein)  40-31
191 Thorecasin e poei (320 oo olated psh) 1628
7302 StressT0 protin, miochondral precursor (75 KDa glucose -7
1116 R PROTEN 1. ETA SUBUNIT (TGP-1ETA, CCTETR) | 4679
2555 TOMPLEX PROTEN 1 DELTASUBUNIT (1CP-1-DRLTA) (CCTDELTR 1639
1603 T-complex protein 1, epsion subunit (TCP-1-epsilon) (CCT-epsilon)  20-56
5062 Probable Baxinhibitor-1 (BI-1)  7e-79
506-1  Probable Baxinhibitor-1 (BI-1) 2e-97
TaD1  Siress-TO o, mhochondril precisor (75 s gucoss reguited -0
323 Stress70 protsin, milochondral precursor (75 kDa glucoss
351-2 15 kDa selenoprotein pret 056
Gamis o kDe ek anock e, mioehandria (p10) (10KDa 6042
846-1  Selenoprotein T 36-50
01m07 _ T-complex protein 1, zeta subunit (TCP-1-zeta) (CCTzeta)  e-112
15 kDa selenoprotein precursor _5-55
12.6 kDa FK506-binding protein (FKBP-12.6) (Peptidykprolyl  7e-47
25m05  Death-associaled protein 1 (DAP-1)  8e-16
Gltathone S-ransfersse u 3 GSTS-Y) (ST classmu) _ se-19
1 Superoxide dismutase [Mn], mitochondrial precursor
1 ISOCITRATE DEHYDROGENASE [NADP], MITOCHONDRIAL PRECURSOR  &-148
Pyruvate defydrogenase E1 component alpha subunit, somatic form,  4e-10
Parovte dahytogerase E1 component apha subunlsomatcfom,_ de-67
precursor
Y icPRTase) po-ts
GALACTOCEREBROSIDASE PRECURSOR (GALCERASE) (GALACTOSYLCERAMIDASE)  26-99
02 GMP reductase (Guanosine 5- 1e-61
Hypothetical oxidoreductase yoxD _9e-12
Tifunctonal enzyme beta subuni, mitochondial precursor  3¢-38
10 -CoA thiolase, mitochondrial 185
it ona yase (Histidase) e-143
OGn21 s-aminolewliic acd syrihase, aythod-spectc, miochondrial 101
8202  MALATE DEHYDROGENASE, CYTOPLAS]
5301 Nams conyiroginace, cnopimc | Se82
10754 Tanssiolsss 20-85
5352 Acyl-CoA desaturase (Stearoyl-( 125
Sioto b 120915 N sceymauraminats pynvate ynse s ] 4024
533-1 2 (S-adenosyl-L- hydrolase 2) 0.0

20208 CDC42 homolog 1e-35
9781 GTP-BINDING NUCLEAR PROTEINRAN  e-118
8224 Sernalrsonine protein phospttase 24 catlys subuni boa  o-H17
02222 protein phosphatase 24, catalyt beta 5050
4561 Ran-speifc OTPase-actvating proten (<an g pmtem 1) te34
Ras-related protein Rab-2 _1e-60
DUAL SPEGIFICITY MITOGEN-ACTIVATED PROTEIN KINASE KINASE 1 (MAP 8043
-1 Relllon 4 (Nurfs cugrouth nhibAon) (Nogaproten) (Foocan)
Probable G protein-coupled receptor EDG-1 _ 7e-32
14-3-3 protein epsilon (Mitochondrial import simiaionfactorl 16:09
Growth hormone inducible transmembrane protein (Dermal papilla  5e-66
Protein phosphatase 2A, regulatory subunit B' (PP2A, subunit B, 56-79
24p13  Ras-GTPase-activating protein binding protein 1 (GAP SH3-domain  26-58
7ot Karain type cyloskalatal 18 (Cylokarsin 18) K1) (K 18)  o-101
726-1  TUBULIN BETA-1 CHAIN
Tis2 Tubinbetazenain a7l
2436 Tubulin beta- chain 121
5 TUBULIN BETA-4 CHAIN  e-108
TUBULINALPHA CHAIN _e-117
TUBULIN BETA-2 CHAIN (BETA-TUBULIN CLASS-Il)  e-141
Profiln lla 26-10
-1 Tubulin alpha-1 chain (Alpha-tubulin 1) ~ 1e-74
Myosin regulatory light chain 2, smooth muscle minor isoform (G1)  2e-87
Cofiin, muscle isoform (Cofiin 2)  20-69
3972 ARP2I3 complex 21 kDa subunit (P21-ARC) (Actin-related protein 2/3  5e-93

9362 Unclassifiable EST
Unclassifiable EST
Unclassifiable EST
Unclassifiable EST
Unclassifiable EST
Unclassifiable EST
Unclassifiable EST
Unclassifiable EST
(AF161425) HSPC307 [Homo sapiens] _de-64
D 7042
L% 1066
-1 (BC004302) COPS (consittive photomorphogenic), subunit 4 e-108
TRANSLOGON-ASSOCIATED PROTEIN, BETA SUBUNIT PRECURSOR (TRAP-BETA)  de-58
TRANSLOCON-ASSOCIATED PROTEIN, BETA SUBUNIT PRECURSOR (TRAP-BETA) 1682
Unclassifiable EST
Undlassifiable EST
6 Undlassifiable EST
Hypothetical protein F2287.5 in chromosome Il 8¢-37
Unclassifiable EST
Undlassifiable EST
-1 (AF328854) hypothetical protein SBBI8 [Homo sapiens] _16-29
HYPOTHETICAL 23.2 KD PROTEIN IN DALB0-GAP1 INTERGENIC REGION _ 36-09
(K. 114719) il o RIKEN GDNA 2610030H05 gono Homo sapens] 2014
8 (Ni_01155() COPS (consttiv pholomorshogoni), subunit 3 o-124
. 014062) ARTo o Home sotensy o
(Y14314) IgE autoantigen [Homo sapiens] _ 1e-52
(NM_024295) hypothetical protein MGC3067 [Homo sapiens]  3e-96
Unciassifiable EST
Unclassifiable EST
Hypothetica 31.8 kDa protein in chromosome Il 26-21
Hypothetical 31.6 kDa protein in chromosome Il _26-39
(NM_021160) HLA-B associated ranscript5; BATS protein [Homo  3¢-59
Unclassifiable EST
(XM 135844) RIKEN cDNA 1500019M23 [Mus musculus] 5672
G10PROTEIN 3671
(NM_030571) hypothetical protein MGC10924 similar to Neddd ~ 5o-19
Polyposis locus protein 1 (TB2 protein)  96-32
Unclassifiable EST
Unclassifiable EST
Unclassifiable EST
Unclassifiable EST
(AF151813) CGI-55 protein [Homo sapiens]  1e-17
Unclassifiable EST
Unclassifiable EST
(N 02¢190) RICEN GONA 261040511 [Mus muscis] - 56:69
-1 Unclassifiable ES
Bacign tevureo (ood-bran barier HTT angen) (Neurtiel)  66-20
561 (AB016212) complement C3-H2 [Cyprinus carpio]  Te-14
Unclassifiable EST
Bladder cancer-associated protein (Bladder cancer 10 kDa protein)  86-46
Latent transforming growth factor bea binding protein 1 precursor  7e-25
0-1 Undlassifiable EST
05 Unclassifiable EST
Unclassifiable EST
CDB3 antigen 7022
-1 Integral membrane protein 28 (Transmembrane protein E3-16) 1669
Unclassifiable EST
Hypothetical protein C3205.9 in chromosome Il 36-49
Hypothetical protein G32D5.9 in chromosome Il 2e-52
Hypotheical protein C32D5.9 in chromosome Il 1e-15
Unclassifiable EST
(NM_032312) hypothetical protein MGC11061 [Homo sapiens]  16-80
Unclassifiable EST
Hypothetial protein RO7ES.13 in chromosome Il 3e-27
(NM_024299) chromosome 20 open reading frame 148 [Homo sapiens]  36-20
(AF514997) nucleoporin Nup43 [Homo sapiens]  5e-22
(M. 139275 neural tom colderved neuronal suvval prten  16-35
EPENDYMIN Il PRECURSOR (EPD-ll) _1e.
(301 32655) HIKEN cDNA 061003919 (ot musculs] 1042
Unclassifiable EST
CYTOGHROME C OXIDASE ASSEMBLY PROTEIN COX15  3¢-16
Unclassifiable EST
Unclassifiable EST
Unclassifiable EST
5353 Unclassifiable EST
Unclassifiable EST
4461 Unclassifiable EST

390-1  RNA-binding protein 5 (RNA binding molif protein 5) (Putative tumor ~ 26-36
O6mO' - Eukanyolcntialon acir 4l (6F-4A) (GIF4AT) o165
2020 Probable RNA-dependant hlcsse p72 (DEAD-box protein p72) - 80-34
07120 Transcription factor AP-1 (Activator pruleln 1) (AP1)

Unclassifiable EST

Metabotropic glutamate receptor 2 precursor _3e-

47 KD HEAT SHOCK PROTEIN PRECURSOR LCOLLAGEN -BINDING PROTEIN 1) 133
12181 Unclassifiable EST




